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List of abbreviations 

2-HG   R-2-hydroxyglutarate  

ALL   Acute lymphoblastic leukemia 

AML   Acute myeloid leukemia 

BCL-2   B-cell lymphoma 2 

BiTE   Bispecific T-cell engager 

BM   Bone marrow   

BMMC  Bone marrow mononuclear cells  

CiTE   Checkpoint inhibitory T cell-engaging 

CLEC12A  C-type lectin domain family 12 member A 

CML   Chronic myeloid leukemia 

CR    Complete remission 

CRh   Complete remission with partial hematologic recovery 

CRi   Complete remission with incomplete hematologic recovery 

CRS   Cytokine release syndrome 

DC    Dendritic cell 

DLI   Donor lymphocyte infusion 

DNA   Deoxyribonucleic acid 

FAB   French American British 

FDA   Food and drug administration 

ELN   European LeukemiaNet 

EMA   European Medicines Agency 

Fc    Fragment crystallizable 

FLT3   Fsm-like tyrosine kinase 3 

FLT3L   FLT3 ligand 

Gilt   Gilteritinib 

Glas   Glasdegib 

GO   Gemtuzumab ozogamicin 

GvHD   Graft-versus host disease 

GvL   Graft-versus leukemia 

HD    Healthy donor 

Hh    Hedgehog 



List of abbreviations 

 VII 

HSC   Hematopoietic stem cell 

HSCT   Hematopoietic stem cell transplantation 

IDH   Isocitrate dehydrogenase 

IFNg   Interferon gamma 

irAE   Immune related adverse events 

ITD   Internal tandem duplication 

IV    Intravenous  

kDa   kilodalton 

LSC   Leukemic stem cell 

Mido   Midostaurin 

MRD   Minimal residual disease 

NK cell  Natural killer cell 

NOD/SCID Non-obese diabetic/severe combined immuno- deficiency 

PB    Peripheral blood 

PD    Pharmacodynamic 

PK    Pharmacokinetic 

PD-1   Programmed cell death protein 1 

PD-L1   Programmed cell death protein 1 ligand 1 

RNA   Ribonucleic acid 

r/r    Relapsed/refractory 

scFv   Single chain fragment variable  

sctb   Single-chain triplebody 

TDCC   T-cell-dependent cellular cytotoxicity 

allo-SCT  Allogeneic stem cell transplantation 

TandAb  Bispecific tandem diabodies 

TKD   Tyrosine kinase domain 

Ven   Venetoclax 
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1 Introductory summary  

1.1 Acute Myeloid Leukemia (AML) 

Acute Myeloid Leukemia (AML) is a malignancy of the hematological compartment characterized 

by uncontrolled proliferation and impaired differentiation of myeloid progenitor cells.1,2 In AML, 

malignant cells make up at least 20 % of total bone marrow nuclear cells and can be the predom-
inant cell population.3 The expansion of AML cells leads to the suppression of healthy hemato-

poietic cells. Subsequent lack of healthy immunocompetent cells is the origin of significant immu-

nodeficiency in these patients. Hence, AML patients often suffer from potentially fatal infections.4,5  

AML is the most common form of acute leukemia in adults, with a prevalence of 4.3 newly diag-

nosed cases/100,000 people per year.6 The prevalence is increasing with age leading to a median 

age of 68 years at diagnosis.6 AML can be classified by several systems. The historic French 

American British (FAB)-classification is based on morphological and cytochemical characteristics 
of the malignant cells. The recently updated World Health Organization classification incorporates 

morphologic, cytogenetic and genetic properties.3,7,8 The European LeukemiaNet (ELN) risk strat-

ification system provides prognostic information for patients undergoing chemotherapy or hema-

topoietic stem cell transplantation and subdivides the patients in three risk groups predicting re-

lapse free and overall survival. 9,10 

With the analysis of genetics, negative prognostic markers have been identified and can now 

serve as targets for novel therapeutic approaches. 

 
Standard of care therapy remained unchanged for 40 years until 2017. It comprised of intensive 

induction chemotherapy followed by post-remission therapy, at least for patients deemed fit for 

such intensive treatment options.11–13 Induction chemotherapy, often called the “7+3” regimen, 

consists of 3 days of an anthracycline and 7 days of cytarabine and leads to complete remission 

(CR) in 40-65 % of patients ³ 60 years old and in 60-80 % of younger adults.3,13,14 In the last four 

years several targeted therapies have been approved, leading to better standard of care therapy 

options at least for subgroups of AML patients. These options will be explained in detail in chapter 

1.3.  

 

Nevertheless, the risk of relapse is high due to chemo-refractory leukemic cells. The goal of post-

remission therapy is to eliminate these cells.15 After induction therapy, patients with a favorable 

genetic risk profile (according to ELN risk stratification) receive additional cycles of chemotherapy 

called consolidation therapy. Patients with a non-favorable genetic risk profile are assessed for 
eligibility of allogeneic stem cell transplantation (allo-SCT).5,16 
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1.2 Stem cell transplantation 

Allo-SCT is the most effective anti-leukemic strategy in treatment of AML and the only curative 
treatment option in relapsed/refractory (r/r) AML patients.15,17 As conditioning therapy, patients 

receive high doses of chemotherapy with or without total body irradiation.18,19 This treatment also 

aims to reduce the leukemic burden and stops the recipients own hematopoiesis to allow engraft-

ment of the donor hematopoietic cells. The transplanted hematopoietic stem and progenitor cells 
(HSPCs) reconstitute normal hematopoiesis.15 The most important mechanism of the curative 

effect of allo-SCT is the graft-versus-leukemia (GvL) effect mediated by the donors allo-reactive 

T cells.16,20–22 These T cells can also attack normal recipient tissues, resulting in the so-called 

graft-versus host disease (GvHD). The GvL effect has to be balanced against the GvHD risk.23,24 

Strategies to reduce GvHD are T-cell depletion of the transplant as well as treating the patient 

with immunosuppressive drugs after transplantation.23,25,26 Unfortunately, by this, also the GvL 

response can be dampened, leading to treatment failures and increased relapse rates.19,27  

 
Two options to reduce relapse rates are the infusion of donor T cells after the patient recovered 

from conditioning toxicity or the administration of targeted therapies.27–29 Both concepts will be 

explained in more detail in the next chapters. 
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1.3 Targeted therapies in AML 

After almost no changes in standard of care therapy for AML patients for 40 years, the treatment 
options started to change in 2017. Since then, several targeted drugs for the treatment of de-novo 

and r/r AML have been approved by the Food and Drug Administration (FDA) and European 

Medicines Agency (EMA). Drugs, indications, clinical effects, and date of approval can be found 

in Table 1. 
 

Fsm like tyrosine kinase 3 (FLT3), a transmembrane ligand-activated tyrosine kinase is frequently 

mutated in AML. FLT3 mutations can be found in approximately 30 % of AML patients and occur 

as either internal tandem duplication (ITD, ~25 %) or as point mutations in the tyrosine kinase 

domain (TKD, 7-10 %).30–34 FLT3-ITD is a common driver mutation associated with poor progno-

sis and both mutations constitutively activate FLT3 kinase leading to proliferation and survival of 
AML cells.33–36 By binding of FLT3 inhibitors like midostaurin or gilteritinib to the kinase, the re-

ceptor is dephosphorylated and thereby the oncogenic signalling is disrupted.35  

 

Further mutations that typically occur in AML patients are gain of function mutations in the iso-

citrate dehydrogenase (IDH) genes. Mutations in the two isoforms IDH 1 and IDH 2 occur in 20-

30 % of AML patients and result in accumulation of the oncometabolite R-2-hydroxyglutarate (2-

HG) and thereby inhibition of Deoxyribonucleic acid methylation and histone modification.37–40 
This contributes to AML pathogenesis and results in blocked hematopoietic cell differentiation.37 

R-2-hydroxyglutarate levels in patients can be used to assess the effectiveness of IDH-targeted 

therapies.41,42  

 

Venetoclax, a selective B-cell lymphoma 2 (BCL-2) inhibitor in combination with chemotherapy is 

the new standard for elderly or unfit patients with newly diagnosed AML.43 BCL-2 which is known 

to be upregulated in AML is an antiapoptotic protein that regulates outer membrane permeabili-

zation and thereby intrinsic mitochondrial apoptosis.44 Binding of venetoclax to the BCL-2 protein 
leads to the release of proapoptotic factors from the BCL-2 protein and restores the mitochondrial 

apoptotic pathway.40 

 

The hedgehog (Hh) signalling pathway plays an important role in embryogenesis and fetal devel-

opment. Abnormal signalling leads to proliferation of leukemic stem cells (LSCs). Glasdegib in-

teracts with a transmembrane protein that regulates Hh signalling and inhibits the Hh pathway. 

 
Gemtuzumab ozogamicin (GO) is an antibody drug conjugate consisting of a monoclonal antibody 

directed against CD33, a commonly expressed AML target, and a cytotoxic derivative of cali-

cheamicin.45,46 
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Table 1: Targeted therapies approved for the treatment of AML 

Drug 
Indication 

(AML only) 
Clinical effects 

Approval 
Ref 

FDA EMA 

Midostaurin 
(Mido) 

FLT3 

inhibitor 

• FLT3 mutation 
• de novo 

• Median OS: 74.7 mo (Mido) vs 
25.6 mo (Pbo) 

04/17 09/17 47 

Gileritinib 
(Gilt) 

• FLT3 mutation 
• r/r 

• CR rate: 21.1 % (Gilt) vs  
10.5 % (Cont) 

• OS: 9.3 mo (Gilt) vs  
5.6 mo (Cont) 

07/18 11/19 48 

Enasidenib 
IDH2 

inhibitor 

• IDH2 mutation 
• r/r 

• CR rate: 19.6 % 
• Overall survival: 8.8 mo 
• ORR: 38.8 % 

08/17 - 49 

Ivosidenib 
IDH1 

inhibitor 

• IDH1 mutation 
• r/r 

• ORR: 39.1 % 
• CR/CRh rate: 30.2 % 

07/18  38 

• IDH1 mutation 
• de novo  

• ORR: 54.5 % 
• CR/CRh rate: 42.4 % 

05/19 - 39 

Venetoclax 
(Ven) 

BCL-2 

inhibitor 

• ³75 years old or 
ineligible for inten-
sive chemotherapy 

• de novo 

• Median OS: 14.7 mo 
(Aza+Ven) vs 9.6 mo 
(Aza+Pbo) 

• Composite response rate: 
66.4 % (Aza+Ven) vs  
28.3 % (Aza+Pbo) 

• Median duration of Composite 
CR: 17.5 mo (Aza+Ven) vs 
13.3 mo (Aza+Pbo) 

11/18 - 44 

Glasdegib 
(Glas) 

Hedgehog 

inhibitor 

• ³75 years old or 
ineligible for inten-
sive chemotherapy 

• de novo 

• CR rate: 17.0 (LDAC+Glas) vs 
2.3 (LDAC) 

• Median OS: 8.8 mo (LDAC+ 
Glas) vs 4.9 mo (LDAC) 

11/18 06/20 50 

Gemtuzumab 
ozogamicin 

(GO) 

CD33 anti-
body drug 
conjugate 

• CD33+ 
• De novo 
• in the US also r/r 

• ORR: 27.5 mo (D+A+GO) vs 
21.8 mo (D+A) 

• CR rate: 70.4 (D+A+GO) vs  
69.9 (D+A) 

• EFS: 17.3 mo (D+A+GO) vs 
9,5 mo (D+A) 

09/17 04/18 46 

A: cytarabine; D: daunorubicin; Cont: control; CR: complete remission; CRh: complete remission with partial 

hematologic recovery; CRi: complete remission with incomplete hematologic recovery; EFS: Event free sur-

vival; EMA: European Medicines Agency, FDA: Food and Drug Administration; LDAC: low dose cytarabine, 

mo: months; ORR: overall response rate; OS: overall survival; Pbo: placebo; Ref: reference 
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1.4 Donor lymphocyte infusion 

Another way to increase or prolong the GvL effect is the aforementioned donor lymphocyte infu-
sion (DLI). In 1990 Kolb et al were the first to present DLI as a treatment for relapsed chronic 

myeloid leukemia (CML) after allo-SCT.51 All three patients achieved (partly long-lasting) remis-

sion.51 With these results, DLI represented the first highly effective cellular immunotherapy. 

In AML, however, DLI as individual therapy has only limited benefit. This is most likely based on 
the lower impact of GvHD-independent GvL in AML as compared to CML.52  

 

Although the overall response rate is 34 % of patients with relapsed AML after allo-SCT, 2-year 

overall survival is less than 20 %.53 Due to the fast regrowth of leukemic cells at relapse, a DLI 

must on the one hand be delivered early but on the other hand increases treatment related mor-

bidity and mortality.27 DLI cannot only be used as a therapeutic strategy, also prophylactic or 

preemptive studies have been performed.29,54 

 
One of the biggest downsides of DLI therapy is the high incidence of GvHD (up to 50 % of patients 

develop or show relapse of a pre-existing GvHD).55,56 Several ways to overcome this are currently 

being tested in preclinical or clinical studies. Options include the transplantation of natural killer 

(NK) cells instead of T cells or the depletion of CD8+ T cells from the T cell product.57–59 

Other studies try to genetically manipulate the T cells to be able to turn off T-cell proliferation in 

case of severe GvHD or to direct them against tumor antigens.60–63  

There are also efforts to separate host-reactive from leukemia-reactive T cells to be able to solely 
transplant antileukemic T cells.64–66  

 

Another method utilizing the anti-leukemic potential of T cells currently being investigated in clin-

ical studies is the use of T-cell recruiting antibodies to direct the patients’ own T cells or donor T 

cells against the leukemic cells. These cannot only be administered in the context of DLI but also 

as an independent therapy.  
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1.5 Bispecific T-cell engaging antibodies 

Bispecific T-cell engaging antibodies (BiTEs) comprise 2 binding sites, one to bind a tumor anti-
gen and the other to bind T cells.67–69 There are several different formats of bispecific T-cell en-

gaging antibodies, depicted in Figure 1.70 

 

 

Figure 1: Different T-cell engaging; (A) Bispecific tandem fragment variable format (BiTE,), (B) Dual Affinity Re-targeting 
Antibody (C) Bispecific single-chain Fv immunofusion, (D) Bispecific tandem diabodies (TandAb); (E) Duobody; (F) Chem-
ically conjugated Fab (fragment antigen binding).70 

 
With the help of bispecific antibodies, T cells can be recruited to target antigen expressing cells 

irrespective of their TCR specificity.71 In principle, by binding to the tumor antigen and the T cell 

simultaneously, a cytolytic synapse is formed, and the T cell secretes granzyme B, perforin and 

cytokines. This induces the lysis of the tumor cell, and the activated T cells start to proliferate.72,73  

 

Proof of efficacy of BiTE antibodies (Figure1A) was shown in 2014. Blinatumomab, a bispecific 

tandem fragment variable format antibody (BiTE) which is engineered by combining the VL and 

VH domains of a monoclonal antibody into a single chain fragment variable (scFv) specific to CD3 
linked to a second scFv specific to the target antigen CD19, was the first bispecific antibody con-

struct to be approved by the FDA. It is indicated for the treatment of r/r B-cell acute lymphoblastic 

leukemia (ALL))74,75. Later, approval by the EMA (2015) for r/r disease as well as FDA and EMA 

(2018 and 2019 respective) approval for minimal residual disease (MRD) followed. In a phase II 

trial, CR was achieved in 44 % of r/r patients after two cycles of Blinatumomab (CR + CR with 

incomplete hematologic recovery (CRi) + CR with partial hematologic recovery (CRh)76. Even 
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better response rates were achieved in MRD patients (78 % achieved complete MRD re-

sponse)77.  

 

The molecule was translated into the setting of AML by exchanging the target-antigen specific 

CD19 binding site with a CD33 binding site. AMG330, the CD33xCD3 bispecific antibody manu-

factured by AMGEN, is under clinical investigation since 2015 (NCT02520427), and the clinical 

trial currently is still in the phase of dose escalation. In the latest available reports on the ongoing 
trial, three of 42 evaluable patients achieved a CR, four patients achieved CRi and in one patient, 

a morphologic leukemia free state was the best response to therapy.78–80 

 

Due to the small size of approximately 55 kilodalton (kDa), AMG330 has a short half-life of about 

1 - 4 hours and is renally excreted81–83. By adding a fragment-crystallizable (fc) domain to the 

antibody construct the size is doubled, leading to a slower renal excretion of about 7 days81. The 

larger size might also allow for a once weekly intravenous (iv) infusion instead of a continuous iv 

infusion.84  
 

The half-life extended CD33xCD3 bispecific antibody AMG673 is under clinical investigation since 

2017 (NCT03224819) and preliminary results show 1/27 evaluable patients achieved a CRi and 

6 showed a ≥50 % blast reduction compared to baseline. In total 44 % (12/27) show a decrease 

in bone marrow (BM) blasts.85,86 Dose escalation is also ongoing for this molecule. So far, treat-

ment with CD33 directed bispecific antibodies falls short of expectations. Therefore, there are 

several strategies to enhance the efficacy of bispecific antibodies. Other antibody formats as well 

as other target antigens are under evaluation. 
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1.6 Target antigens for the treatment of AML 

The identification of the most suitable tumor-associated target antigen to be used with bispecific 
antibodies is the greatest challenge in establishing novel immunotherapeutic treatment options in 

AML. To minimize immune related adverse events (irAE), preventing on-target off-leukemia tox-

icity is of utmost importance. Therefore, the optimal target antigen should be expressed to a high 

degree on AML bulk cells and LSCs but not on healthy cells, particularly not on hematopoietic 
stem cells (HSCs).87 

 

CD33 is the most prominent target antigen that has been evaluated as an AML target using sev-

eral different antibody formats over the past decade. Currently, there are six different clinical trials 

for CD33 targeting bispecific antibodies ongoing (NCT03915379, NCT03224819, NCT03647800, 

NCT02520427, NCT03144245, NCT03516760). 

 

The first bispecific antibody for the treatment of AML which reached clinical phase I was the al-
ready mentioned AMG330. AMG330 and the half-life extended AMG673 both target CD33, which 

is expressed on more than 90 % of AML bulk cells and LSCs68,83,85. However, CD33 is also highly 

expressed on healthy HSPCs, granulocytes, monocytes and resident macrophages in the liver, 

lung and kidney88,89. In a phase I clinical trial with AMG330 (NCT02520427), the most commonly 

observed treatment related adverse event was cytokine release syndrome (CRS) with a preva-

lence of 67 %.79,90 CRS can be mitigated by a low lead-in dose followed by several dose steps 

and the administration of corticosteroids or an interleukin 6 receptor agonist.90–92 As a potential 
correlation of myelotoxicity mediated by activity against healthy hematopoietic cells, 20 % (8/40) 

of patients treated with AMG330 experienced febrile neutropenia grade 3 or 4.78 To overcome 

potential on-target off-leukemia effects, like myelotoxicity, other target antigen are currently under 

clinical investigation.  

 

CD123 
The Interleukin 3 receptor CD123 is expressed homogeneously at high levels in bulk AML cells 

and in 75 % of CD34+/CD38- leukemic stem/progenitor cells, whilst healthy CD34+/CD38- HSCs 
lack CD123 expression.93–95 Compared to CD33, CD123 expression is higher at relapse.88 Trans-

planting CD34+/CD38-/CD123+ cells into immunodeficient mice induces outgrowth of AML which 

makes CD123 a marker for LSCs and a possible target to prevent relapse96. 

CD123 as a target for T-cell recruiting antibodies is currently being evaluated in several clinical 

trials either alone (NCT02152956, NCT02730312, NCT03594955 and NCT02715011) or in com-

bination with cytarabine (NCT04158739) or anti Programmed cell death protein 1 (PD-1) check-

point blockade.97 

19 % (5/27) patients treated with 500 ng/kg/day of the dual-affinity re-targeting antibody Flo-
tetuzumab (NCT02152956) achieved a CR/CRi. Four CR/CRi were among patients with primary 

chemotherapy refractory AML (n=13) while no relapsed patient achieved CR/CRi.98,99 During ther-

apy 49/66 (77 %) of treated patients showed CRS grade 3 and 4.99 Another antibody construct 
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directed against CD123, XmAb14045 (NCT02730312) is under clinical evaluation since 2016 and 

preliminary results showed a CR/CRi rate of 14 % (7/51) treated at 0.75 µg/kg. 62 of all 106 

treated patients (58 %) encountered CRS with 15 % grade 3 or 4.100 

 

CLEC12A/CLL-1 
C-type lectin domain family 12 member A (CLEC12A) is expressed on almost all immune cells of 

the myeloid lineage (except erythrocytes) and their precursor/progenitor cells.101 61.8 % granulo-
cyte and monocyte precursor cells as well as 41.6 % progenitors show high to medium CLEC12A 

expression, whereas only 2.5 % of healthy CD34+/CD38- HSCs express CLEC12A.102 CLEC12A 

is highly expressed on primary AML (77.5 – 92 %) and CD34+/CD38-/CLEC12A+ AML cells have 

the potential to induce leukemia in non-obese diabetic/severe combined immune deficiency 

(NOD/SCID) mice.102–104 

CLEC12A is currently being investigated as an AML target in one clinical trial using a bispecific 

antibody (NCT03038230). Preliminary results show a blast reduction of ³ 50 % in four of 26 eval-

uable patients while one of these patients achieved a morphological leukemia free state.105 

 

CD135 
CD135 is a class III receptor kinase, which is also called FLT3. CD135 is important in hematopoi-

esis as it is a key factor for proliferation and differentiation of HSPCs and HSCs into monocytes, 

dendritic cells (DCs), B and T cells.106–108 As already mentioned, it is also involved in leukemic 
cell survival and proliferation.109  

In our study “Characterization of a novel FLT3 BiTE molecule for the treatment of acute myeloid 

leukemia”, we found that FLT3 expression is negligible on HSPCs and completely absent in 

HSCs.69 78 % AML bulk cells as well as LSCs express CD135 with no difference between initial 

diagnosis and relapse.69 That makes FLT3 a promising target antigen for the treatment of AML. 

CD135 as target for bispecific antibodies is currently being investigated in a clinical trial 

(NCT03541369), utilizing the half-life extended AMG427 presented in our work.69 

A summary of our validation of FLT3 as a target antigen and evaluation of the FLT3xCD3 BiTE 
antibody for the treatment of AML is given in chapter 1.8.1. 
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1.7 Novel T-cell engaging antibodies 

Bispecific T-cell engaging antibodies, as explained in chapter 1.5, show several limitations which 
can impair their anti-tumor activity.  

As already mentioned, these antibodies have a short in-vivo half-life, resulting in poor retention 

times in the target tissue. Additionally, the specificity of the monovalent binding might not be 

strong enough to target cancer cells, as healthy cells also express the targeted antigens.73,81–83 
Furthermore, monospecific targeting can result in downregulation of the antigen due to escape 

mutations.110  

 

To overcome these limitations, several concepts to improve bispecific antibodies have been 

designed: 

One concept is to fuse a fc domain to the antibody construct to increase its size to about 

100 kDa.84 This results in a slower renal excretion of the antibody. 

We used such an half-life extended bispecific antibody construct together with a conventional 
bispecific antibody construct in our first study “Characterization of a Novel FLT3 BiTE Molecule 

for the Treatment of Acute Myeloid Leukemia“, which will be presented in chapter 1.8.1.  

 

A second concept are tandem diabodies (TandAb, Figure 1D) with bivalent binding for both anti-

gens, with a molecular weight of about 114 kDa.111 With the increased size and bivalent binding, 

TandAbs show improved half-life and binding affinity compared to conventional single chain anti-

body fragments.112 
 

Another concept are dual-specific single chain triplebodies as developed by Roskopf et al. in 

2014. 73 Triplebodies consist of three scFvs connected via a flexible (Gly4Ser)4 linker. Due to a 

size of about 85 - 95 kDa triplebodies show an increased plasma half-life of about 4 hours in mice, 

which can be translated to approximately 1 day in humans.73 With these constructs, monospecific 

bivalent targeting or bispecific bivalent targeting is possible.113 The bispecific bivalent antibody 

constructs mediate preferential lysis of double positive over single positive target cells.113  

We used this antibody concept in our second study “Bifunctional PD-1 × αCD3 × αCD33 fusion 
protein reverses adaptive immune escape in acute myeloid leukemia”, where we generated a 

dual function checkpoint inhibitory T cell-engaging (CiTE) antibody construct. This construct com-

bines targeting of AML cells via CD33 with locally restricted PD-1 immune checkpoint blockade 

to overcome the reported upregulation of PD-1 on T cells and programmed cell death 1 ligand 1 

(PD-L1) on primary AML cells after ex-vivo coculture with bispecific antibodies 114,115 This study 

will be presented in detail in chapter 1.8.2.  

 

The progress in the field of bispecific antibody development lets me face the future optimistically. 
Hopefully, there will soon be a transition in treatment options for AML patients from chemotherapy 

and allo-SCT to bispecific antibodies with increased response rates and decreases relapse rates.  
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1.8 Summary of publications 

1.8.1 Publication I:                                                                       

Characterization of a Novel FLT3 BiTE Molecule for the Treatment of 

Acute Myeloid Leukemia69 

In this first publication, we evaluated FLT3 as a target for the treatment of AML. We characterized 
two bispecific antibodies, a canonical version and one version with half-life extended properties 

(AMG427), in-vitro, in-vivo and ex-vivo for the treatment of AML. Expression analyses of FLT3 on 

318 AML patient samples at initial diagnosis or relapse and 36 Healthy donors (HDs) were per-

formed. 78 % AML bulk cells and 79 % AML LSCs showed expression of FLT3, with significantly 

lower expression on HD HSPCs and HD HSCs. FLT3 expression was comparable regardless of 

disease status (initial diagnosis or relapse) and mutational status (FLT3-ITD mutated or FLT3-
ITD wildtype). LSCs of patients with a high allelic frequency (>0.5) for FLT3-ITD showed signifi-

cantly higher expression of FLT3 than LSCs from patients with a low allelic frequency. Further 

characterization of healthy human blood cell populations showed absence of FLT3 expression on 

T, B and NK cells, plasmacytoid DCs, conventional DCs and neutrophils. FLT3 ribonucleic acid 

(RNA) expression analysis from three publicly available databases (GTEx, Amgen-constructed 

and XpressWay) revealed low RNA expression of FLT3 in brain, nerve/ganglia, small intestine, 

kidney, lung, pancreas, spleen, spinal cord, and testis. Immunohistochemistry staining of all tis-

sues (but spinal cord) revealed cytoplasmic expression of FLT3 without surface expression.  
 

After confirming the suitability of FLT3 as a target antigen for the treatment of AML with low risk 

of on-target off-leukemia toxicities, two different FLT3-BiTE antibody constructs (Figure 2) were 

tested for their ability to induce T-cell-dependent cellular cytotoxicity (TDCC).  

 

 
Figure 2: Schematic figure of the canonical FLT3-BiTE (left) and the half-life extended (HLE) FLT3-BiTE (right)69	

 

Both antibodies bound human CD3 and CD135 with concentrations in a nanomolar range and 

induced high cytotoxicity against FLT3 expressing cell lines in coculture with HD T cells. Cytotox-

icity was accompanied by upregulation of CD69 and CD25 and secretion of interferon gamma 
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(IFNg) and tumor necrosis factor alpha by the T cells. No such effect was observed in cocultures 

of HD T cells with FLT3 negative cell lines. FLT3 positive cell lines were lysed irrespective of their 

FLT3-ITD mutational status. The presence of clinically relevant concentrations of soluble FLT3 or 

soluble FLT3 ligand (FLT3L) reduced the potency of both molecules but not the maximum killing 

capacity. With these results we conclude that both antibody constructs target FLT3 positive cells 
specifically and can exert maximum cytotoxicity even in presence of physiological concentrations 

of soluble FLT3 and soluble FLT3L.  

 

After in-vitro evaluation of both antibody constructs, in-vivo studies were performed. Both anti-

bodies were tested in mouse models. In an admix model with human T cells and MOLM-13 AML 

cells, the canonical BiTE molecule inhibited 90 % of tumor growth compared to a control mole-

cule.  

AMG427 was evaluated in an orthotopic mouse model with either MOLM-13 or EOL-1 AML cells 
and human T cells. AMG427 prolonged the survival of the treated mice significantly in both setups.  

 

Next, pharmacokinetic (PK) and pharmacodynamic (PD) studies in cynomolgus monkeys were 

performed. A 16-day cynomolgus monkey study with the canonical BiTE molecule showed an 

85 - 92 % reduction of FLT3 transcript levels in comparison to non-treated animals.  

A 8 day PK/PD study with AMG427 revealed a terminal half-life of 33 - 50 hours and showed 

upregulation of CD69 on T cells and cytokine secretion. In BM, FLT3 transcript levels were re-
duced by 85 - 97 %. At the end of the study, numbers of peripheral blood (PB) monocytes were 

reduced. The FLT3 transcript level reduction in BM can be explained by the direct killing of FLT3 

expressing progenitor cells in the BM. Reduction of monocytes and FLT3 transcript levels in PB 

are most likely due to lack of replenishment after elimination of progenitor cells in the BM. 

 

In our ex-vivo experiments, 14 AML patient samples were analyzed in an autologous cytotoxicity 

assay over the time of 9 days with residual patient T cells in presence of the canonical BiTE 

molecule. The effector to target ratio ranged between 1:2.5 - 1:74. After 9 days, the patients could 
be classified into 3 groups according to their response. Group one (5 patients) showed continu-

ously increasing cytotoxicity, the second group (4 patients) showed initial cytotoxicity followed by 

sustained or decreased killing and the remaining 5 patients showed transient or no cytotoxicity. 

Most patients achieving a response (group 1 and 2) had higher E:T ratios (>1:38) and/or high 

levels of FLT3 surface expression (MFI ratio >2) compared to non-responders.  

 

As studies with AMG427 in cell lines showed upregulation of PD-1 on T cells leading to a decrease 

in cytotoxicity, combinatorial studies with AMG427 and PD-1 blockade were performed. The com-
bination of both molecules increased the maximum killing by 12 %. All our findings together war-

rant the clinical investigation of the FLT3 BiTE molecule which is currently being carried out in a 

phase I clinical trial with the half-live extended AMG427 (NCT03541369). 
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I performed, analyzed, and evaluated the target antigen expression analysis of the 218 patient 

samples as well as the in vitro and ex vivo functional assays with cell lines and patient samples. 

Rebecca Goldstein, the other co-senior author of this study, performed, analyzed, and evaluated 

the healthy non-hematopoietic tissue analysis, mouse studies and cynomolgus monkey studies. 

We both contributed to conceptualization, draft-writing, revision, and editing.



Summary of publications 

 14 

1.8.2 Publication II:                                                                              

Bifunctional PD-1 × αCD3 × αCD33 fusion protein reverses adaptive 

immune escape in acute myeloid leukemia115 

In the study entitled “Bifunctional PD-1 x aCD3 x aCD33 fusion protein reverses adaptive immune 
escape in acute myeloid leukemia” published by Herrmann et al in Blood in 2018 we developed 

and validated a novel bifunctional CiTE antibody for the treatment of AML. Previous studies 

showed upregulation of the inhibitory checkpoint molecules PD-1 on T cells and PD-L1 on AML 

cells upon coculture with AMG330.114,116 Monotherapy with checkpoint inhibitors in hematological 
malignancies show only limited benefit.117 We hypothesize that by the generation of a CiTE anti-

body combining CD33 targeting with PD-1 checkpoint blockade we can combine the benefits of 

both treatment strategies. Figure 3 shows schematic drawings of the CiTE molecule and the two 

control antibodies: single-chain triplebody (sctb) and BiTE-like.  

 

 

Figure 3: Schematic drawing of CiTE, sctb and BiTE-like molecules 

 

The CiTE molecule consists of a PD-1 extracellular domain with low affinity to PD-1 fused to an 

!CD3x!CD33 BiTE-like molecule. In the sctb antibody, the extracellular domain of PD-1 was 

exchanged with a high affinity !PD-L1 scFv.  

 

In a first step, we performed binding studies which show similar binding of the CiTE and sctb 

molecule to CD33+PD-L1+ AML cell lines and HD T cells. As expected, the !PD-L1 scFv showed 

a higher binding to PD-L1 compared to the PD-1ex domain.  

 
In a next step, we performed T-cell activation assays. HD T cells upregulate the activation markers 

CD69 and CD25 in presence of PD-L1+-MOLM-13 cells and CiTE, sctb or BiTE-like antibody 

constructs. In addition, T-cells in coculture with PD-L1+-MOLM-13 cells and CiTE or sctb showed 

significantly increased secretion of the proinflammatory cytokine IFNg, and granzyme B compared 

to T cells in coculture with PD-L1+-MOLM-13 cells and the BiTE-like molecule. In all conditions, 

T-cell activation was accompanied by PD-1 upregulation.  
Cytotoxicity experiments with MOLM-13 or OCI-AML3 cells revealed strong lysis mediated by HD 

T cells in presence of CiTE and sctb, which could be significantly increased by genetically modi-

fying the target cells to express PD-L1. 
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Cytotoxicity experiments with PD-L1+-MOLM-13 and CD33+/PD-L1+-BaF3-cells confirmed the re-

sults. Increased target cell lysis was accompanied by increased T-cell proliferation. Mixed target 

cell assays with CD33+/PD-L1+ and CD33-/PD-L1+ cells showed dose dependent elimination of 

both cell lines for the sctb and preferential lysis of CD33+/PD-L1+ cells for the CiTE molecule. This 

demonstrates that the low affinity PD-L1ex domain is not able to redirect T cells to CD33-/PD-L1+ 

cells.  

 
In the next step, the molecules were evaluated in ex-vivo cytotoxicity assays with HD T cells and 

primary AML cells. The CiTE antibody was able to increase lysis of primary AML cells in 7 of 8 

patients compared to the BiTE-like molecule. The sctb showed similar or higher lysis compared 

to the BiTE-like molecule in all 8 patients. Both molecules led to PD-L1 upregulation on primary 

AML cells and increased IFNg secretion compared to the BiTE-like molecule. This effect was 

stronger with the sctb molecule.  
 

To validate the ex-vivo findings in-vivo we performed mouse studies. PD-L1+-MOLM-13 cells were 

injected into NOD/SCID mice. After engraftment, in-vitro activated HD T cells and antibody con-

structs were transferred. After 9 days complete eradication of AML cells was seen with the CiTE, 

sctb and BiTE-like molecules. As human and mouse PD-L1 are cross-reactive, we were able to 

analyze the potential targeting of non-AML cells. Mice treated with the sctb lost body weight com-

pared to the other groups. This was accompanied by an upregulation of PD-1 on the human CD4+ 
and CD4- T cells in BM and spleen. This effect is most likely due to the redirection of T cells to 

PD-L1+ murine cells by the sctb and is accompanied by irAEs causing weight loss. We conclude 

that the CiTE antibody effectively targets CD33+ cells without systemic PD-L1 targeting and 

thereby reducing irAEs and counteracting immune escape based on PD-L1 upregulation. 

 

I performed and analyzed the ex-vivo experiments with primary AML cells.
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2.1 Publication I 
 

MOLECULAR CANCER THERAPEUTICS | LARGE MOLECULE THERAPEUTICS

Characterization of a Novel FLT3 BiTE Molecule for the
Treatment of Acute Myeloid Leukemia A  C

Bettina Brauchle1,2, Rebecca L. Goldstein3, Christine M. Karbowski4, Anja Henn5, Chi-Ming Li3,
Veit L. B€ucklein1,2, Christina Krupka1,2, Michael C. Boyle4, Priya Koppikar4, Sascha Haubner1,2,
Joachim Wahl5, Christoph Dahlhoff5, Tobias Raum5, Matthew J. Rardin3, Christine Sastri3, Dan A. Rock3,
Michael von Bergwelt-Baildon1,2,6, Brendon Frank3, Klaus H. Metzeler2,6, Ryan Case3, Matthias Friedrich5,
Mercedesz Balazs3, Karsten Spiekermann2,6,7, Angela Coxon5, Marion Subklewe1,2,6, and Tara Arvedson3

ABSTRACT
◥

Despite advances in the treatment of acute myeloid leukemia
(AML), novel therapies are needed to induce deeper and more
durable clinical response. Bispecific T-cell Engager (BiTE) mole-
cules, which redirect patient T cells to lyse tumor cells, are a
clinically validated modality for hematologic malignancies. Due
to broad AML expression and limited normal tissue expression,
fms-related tyrosine kinase 3 (FLT3) is proposed to be an optimal
BiTE molecule target. Expression profiling of FLT3 was performed
in primary AML patient samples and normal hematopoietic cells
and nonhematopoietic tissues. Two novel FLT3 BiTE molecules,
one with a half-life extending (HLE) Fc moiety and one without,
were assessed for T-cell–dependent cellular cytotoxicity (TDCC) of
FLT3-positive cell lines in vitro, in vivo, and ex vivo. FLT3 protein

was detected on the surface of most primary AML bulk and
leukemic stem cells but only a fraction of normal hematopoietic
stem and progenitor cells. FLT3 protein detected in nonhemato-
poietic cells was cytoplasmic. FLT3 BiTE molecules induced TDCC
of FLT3-positive cells in vitro, reduced tumor growth and increased
survival in AML mouse models in vivo. Both molecules exhibited
reproducible pharmacokinetic and pharmacodynamic profiles
in cynomolgus monkeys in vivo, including elimination of FLT3-
positive cells in blood and bone marrow. In ex vivo cultures of
primary AML samples, patient T cells induced TDCC of FLT3-
positive target cells. Combination with PD-1 blockade increased
BiTE activity. These data support the clinical development of an
FLT3 targeting BiTE molecule for the treatment of AML.

Introduction
Newly approved targeted therapies and cytotoxic agents (1) provide

opportunities to improve treatment of acutemyeloid leukemia (AML),
a disease characterized by low survival rates (2). However, these
therapeutics are approved for only certain patient subsets, and treat-
ments to benefit broad patient populations are still needed. To date,
the most efficacious treatment consists of intensive chemotherapy
followed by allogeneic hematopoietic stem cell transplantation (HSCT;

refs. 3, 4). The potent antileukemic effect of HSCT is driven by
recognition and elimination of allogeneic antigens on chemoresistant
leukemic cells by donor T cells. HSCT, as well as donor lymphocyte
infusions, which frequently result in durable complete remissions (3),
demonstrate the potential for therapies driven byT-cell cytotoxicity (4).
However, this regimen may not be an option for all patients due to
comorbidities and the high morbidity and mortality rates associated
with graft-versus-host disease, highlighting the urgent need for novel
therapies (4).

A promising T-cell–based therapeutic approach is to redirect a
patient's own T cells to eliminate leukemic cells. This strategy can be
accomplished with bispecific T-cell engaging (BiTE) molecules.
BiTE molecules consist of a single chain variable fragment (scFv)
against a cell surface-expressed tumor-associated antigen (TAA)
linked to an scFv against the T-cell coreceptor CD3. Clinical proof
of concept for this modality was demonstrated by the CD19-
directed BiTE molecule blinatumomab, which is approved for B-
cell precursor acute lymphoblastic leukemia. CD19 is an ideal target
for a BiTE molecule because it is broadly expressed on B-cell
malignancies, its off-tumor expression is limited to normal B cells,
and patients can tolerate prolonged B-cell depletion. The successful
translation of BiTE molecules to AML therapy requires identifica-
tion of a suitable cell surface antigen, one that is broadly and
selectively expressed by leukemic cells with limited expression on
normal tissues.

fms-Related tyrosine kinase 3 (FLT3, CD135) is a lineage-associated
growth factor that was previously reported to be expressed on AML
blasts and LSCs (5, 6). Expression of FLT3 on normal hematopoietic
cells has been reported to be restricted to a subset of hematopoietic
stem and progenitor cells (HSPC) in the bone marrow (BM; ref. 7).
These data suggest a favorable expression profile for targeting FLT3
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with a BiTE molecule. Mutations in the intracellular portion of
FLT3, resulting in constitutive activation, occurring as either
internal tandem duplication or point mutations in the tyrosine
kinase domain have been identified in approximately 25% or 7% to
10% of patients with AML, respectively. (8–10). Tyrosine kinase
inhibitors (TKIs) that target the FLT3 kinase domain were recently
approved for patients with mutant FLT3 and others are undergoing
clinical evaluation (11–13). FLT3 TKIs are active primarily in the
setting of mutant FLT3, whereas BiTE molecules recognize an
extracellular protein epitope and bind FLT3 regardless of muta-
tional status.

Here, FLT3 was evaluated as a target for BiTE molecule therapy
for the treatment of AML, including expression analysis on disease
and normal cells, and two novel FLT3 BiTE molecules were
characterized in vitro, ex vivo, and in vivo. Cell surface FLT3
protein expression was observed on most primary AML (pAML)
patient bulk and LSC samples, irrespective of FLT3 mutational
status. Importantly, comparable FLT3 protein expression was
observed on patient samples collected at the time of both initial
diagnosis and relapse, suggesting a FLT3 BiTE molecule could
provide benefit to patients across multiple lines of therapy. FLT3
transcript and protein expression was rigorously evaluated in a
panel of normal human tissues, and cell surface FLT3 protein was
detected only on a portion of HSPCs and on rare, scattered cells in
the tonsil. FLT3 protein was also detected in some non-hemato-
poietic tissues, including cerebellum and pancreas; however, exten-
sive characterization revealed that the protein was cytoplasmic.
Because FLT3 BiTE molecules selectively bind to cells expressing
cell surface FLT3, cells expressing cytoplasmic FLT3 protein would
not be expected to be depleted.

Two FLT3 BiTE molecules were generated and evaluated: an
experimental FLT3 BiTE molecule comprised an anti-CD3 scFv and
an anti-FLT3 scFv, and a FLT3 half-life extended (HLE) BiTEmolecule
(AMG 427) comprised an anti-CD3 scFv fused to an Fc moiety and a
unique anti-FLT3 scFv. Because of the size of the experimental FLT3
BiTE molecule, rapid clearance by glomerular filtration is expected to
result in a short serum half-life, requiring continuous intravenous
(cIV) infusion to maintain an active concentration in vivo. The larger
AMG 427 was designed to have an extended serum half-life relative to
the experimental FLT3 BiTE molecule. Both BiTE molecules induced
potent and target-specific T-cell-dependent cellular cytotoxicity
(TDCC) against AML cell lines in vitro, inhibited tumor growth and
provided a survival advantage in vivo in xenograft models and
exhibited reproducible pharmacokinetic (PK) and pharmacodynamic
(PD) profiles in cynomolgus monkeys. The experimental FLT3 BiTE
molecule induced TDCC of pAML samples ex vivo. Increased in vitro
TDCC was observed by combining AMG 427 with an anti-PD-1
antibody. These data demonstrate that FLT3 BiTE molecules are
capable of inducing TDCC of FLT3-expressing cells in vitro,
in vivo, and ex vivo; moreover, although each FLT3 BiTE molecule
was efficacious as a single agent against AML cell lines and pAML
samples, combination therapymay provide additional benefit for some
patients. AMG 427 is being evaluated patients with relapsed or
refractory AML.

Materials and Methods
Patient and healthy donor samples

AML and healthy donor (HD) samples were obtained with written
informed consent in accordance with the Declaration of Helsinki and
approval by the Institutional Review Board of the Ludwig-Maximilian

University (Supplementary Tables S1 and S2). Human tissue speci-
mens for expression analyseswere collected under Institutional Review
Board approval with appropriate informed consent. In all cases,
materials obtained were surplus to standard clinical practice. Patient
identity and protected health information/identifying information
were redacted from tissue data and clinical data.

Key resources
Sources of biological samples, all antibodies and other key reagents

are listed in Supplementary Table S1.

FLT3 protein expression on pAML and HD hematopoietic cells
Cell surface FLT3 protein expression on pAML and HD peripheral

blood (PB) or BM samples was assessed by flow cytometry (Navios;
Beckman Coulter) using an anti-FLT3 antibody (Supplementary
Table S1). Mean fluorescence intensity (MFI) was determined (FlowJo
version 10.3) and theMFI ratio (MFI sample/MFI isotype control) was
calculated.

FLT3 transcript expression in AML patient cells and HD
nonhematopoietic tissues

FLT3 transcript expression data were retrieved from The Cancer
Genome Atlas [TCGA (14), AML patient samples] in February 2018.

FLT3 transcript expression data in normal human tissues were
retrieved from the Genotype-Tissue Expression project [GTEx (15),
HD samples] in April 2018.

5’ rapid amplification of cDNA ends (RACE), digital droplet
polymerase chain reaction (ddPCR), reverse transcription PCR,
immunohistochemistry (IHC), Western analysis, immunoprecipi-
tation, and RNA-seq were conducted using standard techniques.
Details in Supplementary Table S1 and Supplementary Materials
and Methods.

AML cell lines: cytotoxicity, T-cell activation, cytokine
secretion

Cell lines were initially sourced from DSMZ (MOLM-13, EOL-1,
PL-21), ATCC (HL-60, MV4-11 K562, HEL92.1), and ECACC
(A2780), and cultured using standard techniques and reagents. In the
absence of phenotypic or growth changes, cells were not authenticated
or tested for mycoplasma. Cells were used within 2months of thawing.

Human PBMCs or pan T cells were cultured for 48 hours in the
presence or absence of FLT3 expression–positive or FLT3 expression–
negative target cells with an effector-to-target (E:T) cell ratio of 10:1
(pan T) or 5:1 (PBMC) and a dose range of FLT3 BiTE molecules.
Target cell lysis was measured by loss of luciferase signal (Steady-Glo,
Promega; labeled target cell lines express luciferase); or propidium
iodide uptake by flow cytometry. T-cell activation markers were
assessed by flow cytometry using antibodies against CD4, CD8, CD69,
and CD25 labeled with a fluorochrome conjugate (Supplementary
Table S1). BiTE-induced cytokine secretion was measured in super-
natants using the BD Cytometric Bead Array Human Th1/Th2
Cytokine Kit. Luciferase-based TDCC (pan T, E:T ratio 10:1) was
performed with or without 10 ng/mL soluble FLT3 ligand (16) for
48 hours.

Mouse xenograft models
Animal experimental procedures were conducted in accordance

with the German Animal Welfare Law with permission from the
responsible local authorities and within the guidelines of the Associ-
ation for Assessment and Accreditation of Laboratory Animal Care
(AAALAC) international standards.
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Female nonobese diabetic/severe combined immunodeficient
(NOD/SCID) mice at age 7 weeks were sublethally irradiated prior
to tumor cell injection. Mice were injected intravenously via lateral tail
veinwith (107)MOLM-13_Luc or (5! 106) EOL-1 cells on day 1.After
48 or 72 hours, respectively, mice were injected intraperitoneally with
human in vitro–expanded CD3þ T cells (2 or 1.2 ! 107, respectively)
and allocated to treatment groups (n¼ 10/group). Five mice allocated
to the vehicle group did not receive human T cells. Mice were treated
with vehicle or AMG 427 (3, 0.6, or 0.12 mg/kg) every 5 days by
intravenous bolus injection into the lateral tail vein starting on day 7,
then on days 12, 17, 22, 27, and 34 (MOLM-13_Luc).Micewere treated
with vehicle or AMG 427 (1, 0.1, or 0.001 mg/kg) every 7 days by
intravenous bolus injection into the lateral tail vein starting on day 9
for a total of six administrations (EOL-1). To block binding of AMG
427 to Fc receptors, a mixture of anti-muFcRII (2.4G2) antibody
(8 mg/kg) and human normal immunoglobulin (400 mg/kg of
Kiovig) was administered once weekly intraperitoneally throughout
the treatment period, starting 1 day prior to the first AMG 427 dose.
Mice were monitored daily. PK serum concentrations of AMG
427 were determined by electrochemiluminescence immunoassay
(Supplementary Materials and Methods).

Cynomolgus monkey studies
Cynomolgusmonkeys were cared for in accordance to theGuide for

the Care and Use of Laboratory Animals, Eighth Edition (17). Animal
care is detailed in Supplementary Materials and Methods.

Cell surface FLT3 protein expression on hematopoietic cells from
cynomolgus monkeys was assessed as described in the Supplementary
Materials and Methods.

The experimental FLT3 BiTE molecule was evaluated in a 16-day
cIV study (n¼ 3) and was administered at step doses increasing every
3 days, intended to achieve Css of 0.05, 0.2, 0.5, and 2 nmol/L for 3 days
each. Methods for PK and PD assessment are detailed in Supplemen-
tary Materials and Methods. AMG 427 was evaluated in an 8-day,
repeated-dose study with three dose levels (n ¼ 3/group). AMG 427
was administered intravenously on days 1, 2, and 5.

Cytotoxicity against pAML cells
AML patient samples were cultured (Supplementary Materials and

Methods) with experimental FLT3 BiTE molecule or control BiTE
molecule at 5 ng/mL (92 pmol/L) and replenished at 3-day intervals.
Viable CD33þ/CD2$ cells (Supplementary Table S1) were determined
by flow cytometry, and total cell count was used to determine AML cell
count.

Combination with PD-1–blocking antibody
Human pan T cells were stimulated 1:1 with CD3/CD28Dynabeads

(Thermo Fisher Scientific) for 48 hours, then cocultured 1:1
with PD-L1–transfected MOLM-13 cells (MOLM-13_PD-L1) and
dose range of AMG 427 in the absence or presence of 10 mg of a
PD-1–blocking antibody (Supplementary Table S1). After 24 hours,
MOLM-13_PD-L1 cell viability was determined by TO-PRO-3 uptake
by flow cytometry.

Results
AML patient sample cell surface FLT3 protein expression

Leukemic bulk cells from BM or PB from 318 newly diagnosed or
relapsed AML patients were evaluated for cell surface FLT3 protein
expression. Of the analyzed samples, 78% (248/318) were positive for
FLT3 protein expression (MFI ratio >1.5; Fig. 1A, gating strategy,

Supplementary Fig. S1A, top; MFI ratio calculation, Supplementary
Fig. S1B). Interpatient heterogeneity in FLT3 protein expression was
observed (MFI ratio range 0.1–32.7; Fig. 1A), similar to what has been
reported for other AML-associated antigens (18). The FLT3 protein
expression profile was similar, regardless of FLT3-ITD mutational
status (Fig. 1B), time of sample collection (initial diagnosis versus
relapse,Fig. 1C), or FLT3-ITD allelic ratio (Fig. 1D). Cell surface FLT3
protein expression was detected on leukemic stem cells (LSC; CD34þ/
CD38$) in 79% (122/155) of AML patient samples (Fig. 1E). As
observed for bulk cells, FLT3 protein expression on LSCs was similar,
regardless of FLT3-ITDmutational status (Fig. 1F) or initial diagnosis
versus relapse (Fig. 1G). Higher FLT3 expression was detected on
samples with high FLT3-ITD allelic ratio (Fig. 1H, P < 0.0098).

No clear correlation was observed in an analysis of FLT3 protein
expression intensity on AML patient bulk cells at initial diagnosis with
different disease characteristics, including French American British
group, core binding factor abnormalities [i.e., translocation t(8;21) and
inversion inv(16)], nucleophosmin 1 (NPM1) and FLT3-ITD muta-
tions, Medical Research Council cytogenetic-based risk classifica-
tion (19), and 2010 European Leukemia Net classification (Supple-
mentary Fig. S1C–S1F; Supplementary Table S2; ref. 20).

FLT3 transcript and protein expression in normal human
hematopoietic cells

In hematopoietic cell samples derived from HDs, the FLT3 protein
MFI ratio was consistently low and less than that of pAML samples.
The MFI ratio on HD CD34þCD38$ cells (n ¼ 18), comprising
hematopoietic stem cells and multipotent progenitors, was 0.58 %
0.26 and theMFI ratio onCD34þCD38þ cells (n¼ 36), comprising the
oligopotent progenitors, was 1.6 % 0.5 (Fig. 1I; gating strategy
Supplementary Fig. S1A, bottom; MFI ratio calculation, Supplemen-
tary Fig. S1B). In comparison, the MFI ratio for pAML samples was
significantly higher than either of the HD samples (P < 0.0001
comparison to either HD CD34þCD38$ cells or HD CD34þCD38þ

cells) at 3.6% 3.6 for the bulk samples (n¼ 318) and 2.9% 2.3 for the
LSC samples (n ¼ 155). Paired analysis of CD34þCD38$ and
CD34þCD38þ cells from 13 HDs showed that FLT3 protein expres-
sion was statistically lower on CD34þCD38$ than CD34þCD38þ cells
(Fig. 1J).

FLT3 protein expression was subsequently evaluated on individual
stem cell and oligopotent progenitor subsets from twoHD. Expression
was variable, and no subset was uniformly positive or negative
(Fig. 1K, gating strategy; Supplementary Fig. S2A). The rank order
of FLT3protein expressionwas: granulocyte/macrophage progenitor>
common lymphoid progenitor > common myeloid progenitor >HSC
andMPP >megakaryocyte/erythrocyte progenitor (MEP), most of the
latter population falling below detection.

On mature hematopoietic cells isolated from blood from two HD,
there was no detectable cell surface FLT3 protein on T or B lympho-
cytes, natural killer cells, plasmacytoid or conventional dendritic cells,
monocytes, or neutrophils (Supplementary Fig. S2B). Collectively,
these data demonstrate that there are differences in expression between
disease and normal cells, and within hematopoietic stem and progen-
itor populations, whichmay translate to differences in susceptibility to
FLT3 BiTE-mediated killing.

FLT3 transcript and protein expression in normal human
nonhematopoietic tissues

The presence of FLT3 transcript in nonhematopoietic tissues was
assessed in three different datasets including GTEx RNA-seq data-
base (15), an Amgen-constructed RNA-seq database, and XpressWay
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Figure 1.
Cell surface FLT3 protein expression on AML patient bulk cells (A–D), AML LSCs (E–H), and HD cells (I–K). Red line indicates FLT3 positivity (MFI ratio ≥ 1.5). A, FLT3
protein expression on pAML bulk cells (CD45DIM/SSCLOW) at initial diagnosis or relapse (n ¼ 318). Comparison of FLT3 protein expression on (B) AML bulk cells
expressingwild-type FLT3 (n¼ 233) vs.mutant FLT3 (ITDmutation; n¼ 68;P¼0.22), (C) AML bulk cells expressing high (≥0.5) FLT3-ITD allelic ratio (n¼ 20) vs. low
(<0.5) FLT3-ITD allelic ratio (n ¼ 14; P¼ 0.655), or samples collected at (D) initial diagnosis (n ¼ 275) vs. relapse (n¼ 43; P¼ 0.99). E, FLT3 protein expression on
pAML CD34þ/CD38# LSCs at initial diagnosis or relapse (n ¼ 155). Comparison of FLT3 expression on AML LSCs of patients with (F) wild-type FLT3 (n ¼ 114) vs.
mutant FLT3 (ITDmutation; n¼ 33;P¼0.43), (G) LSCs expressing high (≥0.5)FLT3 allelic ratio (n¼ 13) vs. low (<0.5)FLT3 allelic ratio (n¼ 5;P¼0.0098), or samples
collected at the time of (H) initial diagnosis (n¼ 132) vs. relapse (n¼ 23; P¼ 0.37). I, Surface FLT3 expression on HDCD34þCD38þ (n¼ 36) vs. patient leukemic bulk
cells (n¼ 318; P < 0.0001) and HDCD34þCD38# (n¼ 18) vs. patient LSCs (n¼ 155; P <0.0001).A–I,Mann–WhitneyU test (mean$ SEM); ns, not significant. J, Paired
analysis of FLT3 expression on HD samples (n ¼ 13; P ¼ 0.0002; Wilcoxon matched-pairs signed rank test). K, Analysis of FLT3 protein expression on progenitor
subsets. Black vertical line represents the FLT3 protein expression cutoff determined from an unstained negative control.
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Figure 2.
FLT3 transcript expression in normal human solid tissues. FLT3 transcript expression in AML and normal solid tissue (A) and nervous system regions (B) shown as
fragments per kilobase of transcript per million mapped reads (FPKM). Data are represented as mean ! SD for the indicated tissues. IHC of FLT3 protein in human
tonsil (C), cerebellum, andpancreas (D). Low (left) and high (middle)magnification cerebellumand lowmagnification pancreas (right) imagesdemonstrate punctate
cytoplasmic immunostaining and lack of membranous staining. E, Immunoblot of FLT3 protein immunoprecipitated from EOL-1 and human cerebellum protein
lysates. Bands between 130 and 180 kDa for EOL-1 and numbered bands shown in the gel for cerebellum were isolated and analyzed by mass spectrometry (see
Supplementary Fig. S3D; Supplementary Table S11).
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Profile Report (Asterand UK Acquisition Limited). Low levels of FLT3
transcript were detected in brain, nerve/ganglia, small intestine, kidney,
lung, pancreas, spleen, spinal cord, and testis (Fig. 2A; Supplementary
Table S3).Within the brain, FLT3 transcripts localized to the cerebellum
(Fig. 2B). Although FLT3 transcript was not consistently detected in all
tissues listed above, all tissue types identified as transcript-positive in any
datasetwere subsequently evaluated for FLT3protein expression by IHC
(spinal cord being the only exception). Of these tissues, the only example
of cell surface-localized FLT3 protein was on rare, scattered cells in the
tonsil (Fig. 2C). In all other tissues evaluated, including brain stem,
cerebrum, cerebellum, kidney, pancreas, pituitary, prostate, skeletal
muscle, stomach, testis, and thyroid, FLT3 protein staining was cyto-
plasmic (Fig. 2D). Within the cerebrum and cerebellum, FLT3 protein
staining consistedof cytoplasmic stainingofmultifocal neurons, and this
staining pattern was consistent in multiple sections of brain, with no
membranous staining observed inneurons.Diffuse cytoplasmic staining
was observed in alveolarmacrophages, indicating the likely source of the
transcript signal in lung (Supplementary Table S3). Taken together,
these data suggest that although FLT3 transcript and protein are present
in peripheral tissues, including the brain, FLT3 protein is cytoplasmic
and therefore not anticipated to be targeted by an anti-FLT3 BiTE
molecule.

Additional analysis of FLT3 transcript and FLT3 protein expression
in the cerebellum revealed that the majority of FLT3 transcripts
isolated from the cerebellum were shorter than those isolated from
a control AML cell line. Transcript sequencing revealed these trunca-
tions were due to frequent intron insertion/retention or exon skipping.
Quantification of alternatively-spliced FLT3 transcripts using digital
droplet PCR (ddPCR) indicated that in this study at least 70% to 85%of
cerebellum FLT3 transcripts lacked exonic regions or retained intronic
sequences, suggesting that only a small portion of FLT3 transcripts in
cerebellum samples analyzed would be intact (Supplementary Fig. S3).
Assessment of FLT3 protein from human cerebellum lysate by immu-
noprecipitation-western analysis identified only FLT3 protein bands
that were lower in molecular weight than full-length FLT3 protein
from a positive control AML cell line lysate (Fig. 2E). FLT3 protein
bands from a cerebellum sample were characterized by mass spec-
trometry, revealing only peptides from the extracellular domain of
FLT3; by contrast, bands from the control AML cell line lysate
contained multiple peptides from both the intracellular and extracel-
lular regions of FLT3 (Supplementary Fig. S3D; Supplementary
Table S11). In sum, the transcript and peptide data suggest that most
transcripts from the cerebellum encode FLT3 peptides that are not full-
length and may explain why FLT3 is not detectable on the cell surface
of cells in the cerebellum.

FLT3BiTEmolecules inducedTDCCof FLT3-expressingAMLcell
lines

Two different FLT3 BiTEmolecules (Supplementary Fig. S4A) were
evaluated. Each BiTE molecule comprised a distinct anti-FLT3 scFv
that bound FLT3 within a 51 amino acid region, associated with an
anti-CD3 scFv. The compact size of BiTE molecules (MW !55 kDa)
has been reported to be important for the generation of a productive
immunologic synapse (21); however, proteins this size are generally
rapidly eliminated by the kidneys. To increase the serumhalf-life, an Fc
moiety was added to produce AMG427. To ensure that the presence of
the Fc would not impact in vitro or in vivo activity, the two BiTE
molecules were evaluated in similar assay panels. Both molecules
bound human FLT3 and CD3 protein with sub- or single-digit
nanomolar affinities (Supplementary Table S5). A panel of cell lines
exhibiting a range of FLT3 protein expression (MFI ratio: 2.6–23.8;

Supplementary Fig. S4B) similar to that observed on pAML samples
(Fig. 1A) was selected to evaluate FLT3 BiTE molecule in vitro
potency. Both molecules similarly induced TDCC against five FLT3
protein-expressing cell lines with single digit picomolar potency
(Fig. 3A; Supplementary Table S6). A relationship between FLT3
expression level and potency was not apparent, likely due to the high E:
T ratio. TDCC was similar for both BiTE molecules in cell lines
homozygous or heterozygous for wild type (wt) or ITD mutant (mut)
FLT3, and selectivity was demonstrated as cell lines lacking FLT3
protein expression were not lysed (Fig. 3A; Supplementary Table S6).
TDCC was accompanied by upregulation of the T-cell activation
markers CD69 and CD25 and secretion of T-cell-derived effector
cytokines IFNg and TNFa in the presence of FLT3 protein-expressing
cells, but not in the presence of FLT3 protein-negative cells (Fig. 3B–E;
Supplementary Table S6).

Soluble FLT3 (sFLT3) can be detected in AML patient serum at
concentrations up to 141 ng/mL (22). In TDCC assays, clinically
relevant concentrations of sFLT3 reduced AMG 427 potency 6-44-
fold, but maximum killing was still achieved (Fig. 3F). Soluble FLT3
ligand (sFLT3L) can be detected in AML patient serum at concentra-
tions up to 9 ng/mL (23). Although neither the experimental FLT3
BiTE molecule nor AMG 427 binds the ligand-binding domain of
FLT3, sFLT3L binding to FLT3 induces internalization of FLT3 (24),
and could alter BiTE-mediated TDCC. In the presence of 10 ng/mL
sFLT3L, the potency of AMG 427-mediated TDCC was reduced two-
to six-fold (Fig. 3F); however, maximumkillingwas still achieved in all
three cell lines tested. These data demonstrate that FLT3 BiTE
molecules induce target-specific TDCC equivalently, and that com-
plete killing occurs in the presence of disease-relevant concentrations
of sFLT3 and sFLT3L.

Experimental FLT3 BiTEmolecule and AMG 427 inhibited tumor
growth and increased survival in mouse xenograft models

Both the experimental FLT3 BiTE molecule and AMG 427 were
evaluated in mouse tumor models. As neither BiTE molecule bound
mouse Flt3, immunocompromised mice administered with human
tumor cells and T cells were used. The experimental FLT3 BiTE
molecule was evaluated in an admix model in which athymic nude
mice were injected with MOLM-13 AML cells and in vitro-expand-
ed human CD3þ T cells in Matrigel. Animals were dosed intra-
peritoneally with experimental FLT3 BiTE molecule or control BiTE
molecule daily for 10 days. Tumor growth was inhibited by 90% in
mice treated with the experimental FLT3 BiTE molecule relative to
the control BiTE molecule (n ¼ 10, P < 0.0001; Supplementary
Fig. S5).

AMG 427 was evaluated in two orthotopic mouse xenograft models
in which either EOL-1 orMOLM-13 AML cells were injected on day 1
and after 72 or 48 hours (EOL-1 and MOLM-13, respectively), mice
were injected with in vitro-expanded human CD3þ T cells. Mice were
treated with vehicle or AMG 427 every 7 days starting on day 9
(EOL-1) or every 5 days starting on day 7 (MOLM-13). In the EOL-1
model, all animals from the control groups developed leukemic disease
and were euthanized between days 27 and 52 following AML cell
injection with median survival of 36 and 37 days (Fig. 4A). Weekly
treatment with AMG 427 prolonged survival at all doses tested, with
17 of 30 animals surviving until study end on day 108. As ≥50% of
animals were alive at study end, the median survival could not be
calculated; however, compared with vehicle, AMG 427 significantly
extended survival (n¼ 10, P < 0.001; Fig. 4A). In the more aggressive
MOLM-13 model, all mice in the control groups died within 20 days
after injection of AML cells, with median survival of 18 days.
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Figure 3.
FLT3 BiTE molecules have potent cytotoxic activity against FLT3-expressing AML cell lines. A, Specific cytotoxicity of FLT3 BiTE molecules (experimental
FLT3 BiTE molecule, left; AMG 427, right) in TDCC assay with FLT3-positive and FLT3-negative cell lines cultured at a 1:10 ratio with human pan T cells for
48 hours (mean ! SD, n ¼ 6 technical replicates, representative curves for 1 of ≥3 T-cell donors). Expression of CD69 (B) and CD25 (C) on T cells from TDCC
assays of FLT3-positive cell lines MOLM-13 and EOL-1 or FLT3-negative cell line A2780 co-cultured with human PBMCs at a 1:5 ratio with AMG 427 for 48 hours
(mean! SD, n¼ 2 technical replicates; each curve represents a different PBMC donor). Concentration of IFNg (D) and TNFa (E) in supernatants of TDCC assay
of human PBMCs and EOL-1 cells (5:1 ratio) at time points indicated (mean ! SD, n ¼ 3 technical replicates of one representative donor). F, TDCC of AMG 427
in the presence of sFLT3 (mean! SD, n¼ 2 technical replicates, one representative donor of 2). G, Specific cytotoxicity of AMG 427 in the presence or absence
of 10 ng/mL sFLT3L (mean ! SD, n ¼ 3 technical replicates).
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Figure 4.
AMG 427 extends survival in mouse xenograft models. Survival analysis of EOL-1 (A) and MOLM-13 (B) orthotopic mouse models treated with AMG 427 or vehicle.
Arrows indicate days of treatment (n ¼ 5, vehicle group; n ¼ 10, all other groups). Statistical significance was determined using Kaplan–Meier estimator with
Mantel–Cox log rank to compare treated groups with the vehicle þ T cells control group. C, PK profile of AMG 427 in mouse serum at times indicated after last
administered dose in B.
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Comparedwith vehicle, treatment withAMG427 significantly extend-
ed survival at all doses tested (n ¼ 10, P ≤ 0.0015, Fig. 4B). No
significant difference in overall survival was observed between differ-
ent dose levels. Comparable PK profiles were observed within each
cohort for all dose levels, and serum concentrations remained above
the TDCC assay-determined EC50 for at least 9 days following the final
administration (days 34–43, Fig. 4C). Serum half-life of AMG 427
ranged from 33 to 47 hours. These data demonstrate that both FLT3
BiTE molecules were active in vivo in mouse tumor models.

PK and PD profile of FLT3 BiTE molecules in cynomolgus
monkeys

The experimental FLT3 BiTE molecule and AMG 427 bound
human and cynomolgus monkey FLT3 and CD3 protein with com-
parable affinity (Supplementary Table S5). BiTE-induced TDCC was
similar for both constructs using either cynomolgusmonkey or human
effector cells (Fig. 3; Supplementary Fig. S6). To assess the PK/PD
relationship, both FLT3 BiTE molecules were evaluated in vivo in
cynomolgus monkeys. Both molecules were well tolerated. PD end-
points included FLT3 transcript levels (primer and probes in Supple-
mentary Table S9) in BM and blood and circulating sFLT3L levels.
Reduction of FLT3 transcript levels in BM was likely due to direct
killing of FLT3 transcript-expressing hematopoietic progenitor cells,
and reduction in the blood was likely due to lack of replenishment of
FLT3 transcript-expressing cells from the BM. This hypothesis is
supported by data showing that there are cells in the BM that express
both FLT3 transcript (Fig. 5B and F) and surface-localized FLT3
protein (Supplementary Fig. S7B), making them recognizable by FLT3
BiTE molecules, whereas none of the FLT3 transcript-expressing cells
in blood express detectable surface-localized FLT3 protein (Supple-
mentary Fig. S7A), and are therefore not recognizable by FLT3 BiTE
molecules.

The experimental FLT3 BiTE molecule was evaluated in a 16-day
study (Fig. 5A–D) in cynomolgus monkeys, with intra-animal (n¼ 3)
dose escalations every 3 days intended to achieve steady-state con-
centrations (Css) of 0.05, 0.2, 0.5, and 2 nmol/L (Fig. 5A; Supplemen-
tary Table S8). FLT3 transcript levels were reduced in BMat day 17 (the
only time point evaluated) relative to non-treated animals (Fig. 5B)
and in blood on days 4, 7, 10, and 17, by an average of 85% to 92%,
relative to levels measured before treatment (Fig. 5C). Soluble FLT3L
levels increased dose-dependently over the course of the study, reach-
ing maximum levels of 13,000 to 15,500 pg/mL at the end of the study
(Fig. 5D). Ligand accumulation is likely due to depletion of FLT3
protein-expressing cells. The fold-over-EC50 (in vitro TDCC data;
Supplementary Fig. S6) for each of the four dose levels (Css"0.05, 0.2,
0.5, and 2 nmol/L) was 25-, 64-, 165-, and 780-fold. The percent
reduction in FLT3 transcript level in blood did not deepen once drug
concentration was above Css 0.2 nmol/L (64-fold-over-EC50), suggest-
ing that the concentration required to achieve maximal target cell
elimination from blood was somewhere between Css 0.05 and
0.2 nmol/L (25- and 64-fold-over-EC50, TDCC data; Supplementary
Fig. S6; Supplementary Table S7).

AMG 427 was evaluated in an 8-day multiple dose study
(Fig. 5E–H) in cynomolgus monkeys. All animals were treated on
days 1, 2, and 5 with doses intended to achieve a maximal serum
concentration (Cmax) of 1 nmol/L (Group 1), 5 nmol/L (Group 2), and
10 nmol/L (Group 3; n¼ 3/group). The study duration was limited to
8 days to minimize loss of exposure due to antidrug antibody forma-
tion, and multiple doses were administered to ensure target coverage
for the entire study. Exposures of AMG 427 over 7 days were

reproducible within each of three dose groups (Fig. 5E), and exposure,
Cmax, and Cmin all increased in an approximately dose-proportional
manner (Supplementary Table S8). The terminal half-life ranged
from 33 to 50 hours (Supplementary Table S9). Hallmarks of BiTE
molecule activity including upregulation of CD69 on T cells and
cytokine secretion were observed (Fig. 8A and B). Because FLT3 is
not expressed on the surface of cells in the blood (Supplementary
Fig. S7), AMG 427-mediated upregulation of CD69 on T cells likely
resulted from cells expressing FLT3 surface protein in the BM.
Increases in serum concentrations of IFNg , IL6, MCP-1, and TNFa
were observed in response to the first dose but were attenuated in
response to subsequent doses (Supplementary Fig. S8B). The fold-
over-EC50 levels at Cmin (in vitro TDCC data; Supplementary
Fig. S6; Supplementary Table S9) for the respective groups was
45-, 158-, and 396-fold. Within the BM, FLT3 transcript levels were
reduced by 85% to 95% on day 4 and by 93% to 97% on day 8
(Fig. 5F). Within the blood, the FLT3 transcript levels were reduced
to a nearly undetectable level (≥97%) at the lowest dose level and
earliest time point, and a similar level of depletion was maintained
across all higher exposures and time points (Fig. 5G). Monocytes were
reduced at the end of the study (Supplementary Fig. S8C), which may
reflect lack of replenishment due to direct killing of BM progenitors.
Minor decreases in plasmacytoid dendritic cells (pDC; Supplementary
Fig. S8C) are challenging to interpret as the number of circulating
dendritic cells was low and enumeration of rare cells is prone to error.
Soluble FLT3L levels increased dose-dependently over the course of the
study, reaching maximum levels of 12,000 to 23,000 pg/mL in each of
the three groups (Fig. 5H). Time-dependent improvements in PDwere
observed for those endpoints which had not already reached maximal
levels when first analyzed, as demonstrated by the increase in FLT3
transcript reduction in BM from group 1 on day 4 (85%) to day 8
(93%, Fig. 5F) and changes in sFLT3L (Fig. 5H; Supplementary
Table S9). This demonstrates that greater efficacy at a given dose level
may be observed with longer duration of exposure.

The in vivo activity of the experimental FLT3 BiTE molecule and
AMG 427 was most directly comparable using the PD endpoint of
FLT3 transcript in blood. For the experimental FLT3 BiTE molecule,
the greatest activity occurred between days 4 and 7 at aCss of 0.05 to 0.2
(25- to 64-fold-over-EC50; Supplementary Table S8). For AMG 427,
the greatest activity was observed on day 3 at a Cmin of 0.24 nmol/L in
Group 1 (≤45-fold-over-EC50; Supplementary Table S9). Although the
time points of data collection differed, these results suggest that both
FLT3 BiTE molecules are active at similar fold-over-EC50 values
in vivo.

Experimental FLT3 BiTE molecule–induced TDCC of patient
samples ex vivo

A long-term culture system (25) was used to evaluate experimental
FLT3 BiTE molecule-mediated cytotoxicity in 14 pAML samples
(Supplementary Table S10) over 9 days. The autologous E:T ratio
was calculated from the number of T cells and pAML cells in each
sample at the beginning of the experiment and ranged from 1:2.5 to
1:74. Three patterns of cytotoxicity were observed: (1) continuously-
increasing cytotoxicity (Fig. 6A, left, representative sample Supple-
mentary Fig. S9A); (2) initial cytotoxicity followed by sustained or
decreased killing (Fig. 6A, middle); (3) transient or no cytotoxicity
over the 9 days (Fig. 6A, right). Analysis of FLT3 surface protein
expression of the pAML cells and E:T ratio revealed that most of
the samples in groups 1 and 2 contained FLT3 protein-positive
pAML cells (MFI Ratio > 1.5) and a higher E:T ratio (>1:38, 75th
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Figure 5.
Preclinical PK and PD profile of FLT3 BiTE molecules (experimental, A–D; HLE, E–G) in cynomolgus monkeys. A, Serum concentration of experimental FLT3 BiTE
molecule in cynomolgus monkeys dosed by cIV infusion. Data for each animal plotted separately (n¼ 3). Abundance of FLT3 transcript in bonemarrow (B) at day 17
and blood (C) measured by ddPCR at the times indicated dosed as in A; percent decrease in FLT3 transcript shown for each time point (each animal plotted
separately, lines representmean, n¼ 3 technical replicates).D, Serum concentration of sFLT3L for three different animals dosed as inA; mean" SD, n¼ 1–3 technical
replicates.E,Mean exposure ofAMG427"SD (n¼ 3/group) represented asAUC innanomolar times 7days.Abundance ofFLT3 transcriptmeasuredbyddPCRat the
times indicated in bone marrow (F) and blood (G) in animals dosed as in A. Lines represent mean, n¼ 3/group; percent decrease in FLT3 transcript shown for each
time point. H, Serum concentration of sFLT3L in cynomolgus monkeys dosed as in A; mean " SD, n ¼ 3/group.
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percentile; Fig. 6B), whereas most of the samples in group 3 expressed
low levels of FLT3 protein (MFI ratio <2) and/or had a low E:T ratio
(<1:38). These data demonstrate that both target expression and T-
cell abundance are important factors for FLT3 BiTE-mediated
target cell killing.

AMG 427 potency was increased in combination with a
PD-1–blocking antibody

T-cell activation induces PD-1 expression, and reports show that
PD-1 engagement by ligands PD-L1 or PD-L2 decreases T-cell activ-
ity (26). Co-culture of pAML specimens with a CD33-targeting BiTE

Figure 6.
FLT3BiTEmolecule cytotoxicity inAMLpatient samples ex vivo as a single agent and in combinationwith aPD-1–blocking antibody.A,Specific cytotoxicity relative to
control BiTE molecule for 14 pAML patient samples cultured with experimental FLT3 BiTE molecule for 9 days. Patients were grouped according to their responses:
continued responders (green symbols, left), partial responders (green symbols, center), and nonresponders (red symbols, right). B, Initial MFI ratio vs. autologous E:
T cell ratio of 14 patients with pAML evaluated in A. Vertical dotted line represents FLT3 positivity (MFI ≥ 1.5). Horizontal dotted line represents high E:T
(75th percentile, 1:38). Green shading represents E:T ratio and MFI with higher probability of showing response. C, Specific cytotoxicity of parental (black circles) or
PD-L1–transfected (red circles) MOLM-13 cells cultured for 24 hours 1:1 with CD3/CD28-activated human pan T cells and a dose range of AMG 427. Data are shown as
mean! SD (n¼ 2 technical replicates, one of two representative T-cell donors. D, Specific cytotoxicity of PD-L1–transfected MOLM-13 cells cultured for 24 hours 1:1
with CD3/CD28-activated human pan T cells andAMG427with (orange squares) or without (black circles) 10 mg of an anti-PD-1 blocking antibody (mean! SD, n¼ 2
technical replicates, one of three representative T-cell donors). E, AMG 427 EC50 ! anti-PD-1 blocking antibody as in D, n ¼ 3 T-cell donors, P¼ 0.02, paired t test.
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molecule induces PD-1 expression on T cells and PD-L1 expression
on AML blasts (27). Similarly, AMG 427-mediated T-cell activa-
tion induced a dose-dependent increase in PD-1 expression (Sup-
plementary Fig. S9B), and potency in TDCC assays was reduced
five-fold if the target cells expressed PD-L1 (relative to target
cells lacking PD-L1; Fig. 6C). Combination of a PD-1–blocking
antibody with AMG 427 restored TDCC potency, decreasing the
EC50 by an average of 2.5-fold (n ¼ 3 T-cell donors, P ¼ 0.02) and
increasing maximum killing by 12% (Fig. 6D and E). These data
demonstrate that AMG 427-mediated target cell killing may be
enhanced by combination with PD-1 blockade, as has been dem-
onstrated for other BiTE molecules (27, 28).

Discussion
Blinatumomabdemonstrates that aBiTEmolecule canengagepatient

T cells to eliminate CD19-expressing disease cells, and this activity can
provide clinical benefit for patients with acute lymphoblastic leukemia
and non-Hodgkin lymphoma (29–31). Here FLT3 BiTE molecules for
the treatment of patients with AML are characterized. FLT3 meets the
requirements of a BiTEmolecule target as cell surface protein is broadly
expressed on disease samples, with limited expression onnormal tissues.
In disease samples, cell surface FLT3 protein was detected on the
majority of 318 pAML samples. The level of expression was comparable
between bulk samples and LSCs, suggesting that both subsets could be
targeted at similar therapeutic exposures. In addition, mean FLT3
protein expression on pAML samples was comparable, regardless of
FLT3mutational status,FLT3-ITDallelic ratio, or initial diagnosis versus
relapse, suggesting that a FLT3 BiTE molecule would benefit a broad
patient population. In normal hematopoietic cells, cell surface FLT3
protein was detected on subsets of BM stem and progenitor cells
(excluding MEPs). Within each subpopulation, a portion of cells were
cell surface FLT3-positive (MFI ratio ≥ 1.5), so as to suggest their
elimination by a FLT3-targeting BiTE molecule. However, a portion of
these cells were FLT3 protein-negative, consistent with literature reports
of FLT3 protein- and transcript-negative cells within HDhematopoietic
progenitor populations and HSCs (GEO accession code GSE75478;
refs. 7, 32).These results suggest that although some HSPCs would be
eliminated by a FLT3 BiTE molecule, there is a FLT3-negative popu-
lation that could potentially repopulate the BM following cessation of
treatment. FLT3 transcript andprotein expressionwere also evaluated in
normal non-hematopoietic tissues. To ensure a thorough assessment,
FLT3 transcript expression was evaluated in several databases and
further characterized by qPCR-based analysis of a panel of tissues.
Protein expression was subsequently evaluated in tissues shown to
contain FLT3 transcript in any dataset. Although FLT3 transcript and
protein were detected in some solid tissues, no membranous protein
staining was observed, indicating that these cells would not be targeted
by a FLT3 BiTE molecule. Additional analysis of FLT3 transcript and
protein in the cerebellum demonstrated that most transcripts were not
full-length due to alternative splicing, and similarly, the FLT3 protein
was also not full-length. By evaluating both FLT3 transcript and protein
expression using multiple sources and orthogonal methods, it was
possible to build a detailed understanding of the normal tissue expres-
sion and based on these results, FLT3 BiTE treatment is not anticipated
to target normal non-hematopoietic tissues.

Given the favorable expression profile of FLT3 as an AML target,
two potent and specific BiTE molecules were generated: one exper-
imental FLT3 BiTE molecule that has a short serum half-life and the
other, AMG 427, which contains an Fc-moiety to extend serum half-
life. In vitro, these molecules demonstrated TDCC against human

FLT3-positive cancer cell lines with similar picomolar potency (EC50)
and this TDCC was associated with T-cell activation and cytokine
secretion and was not affected by the presence of sFLT3 or sFLT3L at
concentrations found in patients with AML. These data demonstrate it
is possible to generate a BiTE molecule capable of eliminating FLT3-
expressing cells, and that despite incorporation of the Fc moiety,
the larger size does not impact the ability of AMG 427 to effectively
form an immunologic synapse and induce T-cell–mediated target
cell killing.

In cynomolgus monkeys, both FLT3 BiTE molecules mediated
depletion of cell surface FLT3-expressing target cells as demon-
strated by decreases in FLT3 transcript in the blood and BM.
Although cell surface FLT3 protein expression was not detected
on human or cynomolgus monkey peripheral immune cells, FLT3
transcript can be detected in pDCs and monocytes. These cell types
have short half-lives in vivo (33, 34), and administration of a FLT3
BiTE molecule is expected to eliminate a portion of the precursor
cells that give rise to them, which may explain the decreases in FLT3
transcript observed in the blood of cynomolgus monkeys treated
with a FLT3 BiTE molecule. Within the BM, FLT3 transcript was
reduced by ≥85% at all doses by the first timepoint tested (day 4),
demonstrating that BiTE-mediated target cell killing can occur
rapidly. At this same time point, the degree of depletion increased
as the dose increased [85% (low dose) vs. 95% (medium dose), and
93% (high dose), respectively], suggesting that increased exposure
can lead to deeper responses. Within the low-dose group, the
reduction in FLT3 transcript levels increased from 85% to 93%
between days 4 and 8, suggesting that deeper responses may also be
achieved by maintaining the same exposure for longer. This hypoth-
esis is supported by the sFLT3L endpoint, which improved with
either higher exposure or increased time of exposure.

BiTEmolecule-mediated lysis of AML blasts within patient samples
was evaluated in long-term culture assays using autologous T cells. The
degree of anti-AML activity was associated with FLT3 expression on
the target cells and the E:T ratio, with improved activity seen in AML
samples with a higher FLT3 protein expression and an E:T ratio >1:38.
The impact of the E:T ratio highlights the importance of T-cell fitness
to enable successful responsiveness to BiTE molecule therapy. One
well-established mechanism of reducing T-cell activity is induction of
PD-1 expression. BiTEmolecule–mediated T-cell activation is accom-
panied by expression of PD-1 on corresponding T cells and this
expression has been associated with resistance to blinatumomab
treatment (28, 35). PD-1 is expressed on 20% to 30% of AML patient
T cells (36, 37) and has been shown to increase to 50% to 60% at
relapse (38). PD-L1mRNA expression is upregulated in patients with
AML (39) and correlates with cell surface protein expression (40).
Although not usually detected at diagnosis (41), PD-L1 protein is
upregulated on AML blasts during therapy, after HSCT, and at
relapse (39, 42). Upregulation of PD-L1 on AML blasts is reported
to be induced by cytokines such as IFNg (43, 44), which may be the
mechanism of PD-L1 upregulation on pAML blasts treated ex vivo
with a CD33-targeting BiTE molecule (27). In a mouse model
engineered to express human CD3, combination studies of BiTE
molecules with checkpoint inhibitors exhibit additive effect (45).
Herein, AMG 427-mediated activation of T cells was associated
with rapid induction of PD-1 expression and subsequent reduced
killing of PD-L1–expressing target cells, suggesting that combina-
tion with PD-1 blockade may improve BiTE-mediated activity.
Indeed, the combination of BiTE molecule and a PD-1–blocking
antibody in a TDCC assay resulted in decreased EC50 and increased
maximum killing in all donors tested. As expression of checkpoint
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molecules, including PD-1, has been observed in patients with
AML (39), and may be increased following chemotherapy (43),
this combination therapy warrants clinical evaluation.
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MYELOID NEOPLASIA

Bifunctional PD-1 3 aCD3 3 aCD33 fusion protein
reverses adaptive immune escape in acute
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KEY PO INT S

l Characterization of an
aPD-L1 3 aCD3 3
aCD33 antibody
construct with
bifunctional activity
against AML cells.

l Strong cytotoxicity
against primary AML
cells in vitro and high
selectivity in
a xenograft
mouse model.

The CD33-targeting bispecific T-cell engager (BiTE) AMG 330 proved to be highly efficient
in mediating cytolysis of acute myeloid leukemia (AML) cells in vitro and in mouse models.
Yet, T-cell activation is correlated with upregulation of programmed cell death-ligand 1
(PD-L1) and other inhibitory checkpoints on AML cells that confer adaptive immune re-
sistance. PD-1 and PD-L1 blocking agents may counteract T-cell dysfunction, however, at
the expense of broadly distributed immune-related adverse events (irAEs). We developed
a bifunctional checkpoint inhibitory T cell–engaging (CiTE) antibody that combines T-cell
redirection to CD33 on AML cells with locally restricted immune checkpoint blockade. This
is accomplished by fusing the extracellular domain of PD-1 (PD-1ex), which naturally holds
a low affinity to PD-L1, to an aCD3.aCD33 BiTE-like scaffold. By a synergistic effect of
checkpoint blockade and avidity-dependent binding, the PD-1ex attachment increases T-cell
activation (3.3-fold elevation of interferon-g) and leads to efficient and highly selective
cytotoxicity against CD331PD-L11 cell lines (50% effective concentration 5 2.3-26.9 pM) as

well as patient-derived AML cells (n 5 8). In a murine xenograft model, the CiTE induces complete AML eradication
without initial signs of irAEs as measured by bodyweight loss. We conclude that our molecule preferentially targets AML
cells, whereas high-affinity blockers, such as clinically approved anticancer agents, also address PD-L11 non-AML cells. By
combining the high efficacy of T-cell engagers with immune checkpoint blockade in a single molecule, we expect to
minimize irAEs associated with the systemic application of immune checkpoint inhibitors and suggest high therapeutic
potential, particularly for patients with relapsed/ refractory AML. (Blood. 2018;132(23):2484-2494)

Introduction
The treatment of acute myeloid leukemia (AML) remains chal-
lenging in 2018. Only one-half of the patients are eligible for
curative intensive induction chemotherapy, and the majority will
relapse because of the persistence of chemoresistant leukemic
stem cells. Allogeneic hematopoietic stem cell transplantation as
postremission therapy is able to lower this risk, yet it is correlated
with a significant incidence of transplant-related morbidity and
mortality.1-4 Particularly patients with relapsed or refractory (r/r)
disease as well as patients that are medically not fit for intensive
treatment regiments urgently require new therapeutic approaches.

In acute lymphoblastic leukemia (ALL), several targeted immu-
notherapies have already reached clinical implementation as

standard treatment. With the approval of the bispecific T-cell
engager (BiTE) blinatumomab in 2014, the utilization of T cells as
immune effectors also entered clinical mainstream.5 This bis-
pecific molecule addresses CD19 on B cells and thus redirects
antigen-experienced T cells to leukemic cells.6,7 In AML, the
myeloid lineage antigen CD33 has been the focus of immu-
notherapeutic strategies for decades. Targeting CD33 by the
antibody-drug conjugate gemtuzumab ozogamicin (Mylotarg)
has proven to be safe and led to reapproval for the treatment of
adults at primary diagnosis as well as adults and children with r/r
disease.8 Also, the preclinical evaluation of the BiTE antibody
AMG 330 indicated efficient cytotoxic lysis of primary AML
patient samples in allogeneic and autologous settings and en-
tered clinical trials in August 2015 (NCT02520427).9-12
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However, T-cell–recruiting immunotherapy is accompanied by
the induction of adaptive immune escape mechanisms such as
programmed cell death-ligand 1 (PD-L1) upregulation in re-
sponse to proinflammatory cytokines.13,14 Recent studies were
able to directly correlate PD-L1 expression on cell lines with
a decrease in AMG 330–mediated cytotoxicity and demon-
strated that this effect could be abrogated by PD-L1 blockade.15

We could underpin these findings ex vivo on primary AML
patient cells, in which the efficacy of AMG 330 was enhanced by
complementation with PD-1/PD-L1 blocking monoclonal anti-
bodies (mABs).13

PD-1 and PD-L1 inhibitors are approved for the treatment of
solid cancers, and clinical trials are currently exploring these
agents in hematologic malignancies.16-18 So far, monotherapy
has shown limited clinical benefit and current strategies explore
combinatorial approaches with hypomethylating agents. First
data of a clinical phase 1B/2 study with the aPD-1 mAB nivo-
lumab in combination with azacytidine in patients with r/r AML
demonstrated encouraging median overall survival rates of
5.7 months (NCT02397720).19

Yet, the clinical application of PD-1 and PD-L1 blocking mABs is
hampered by the frequent occurrence of immune-related ad-
verse events (irAEs). These include skin disorders, colitis, hep-
atitis, endocrinopathies, pneumonitis, and myocarditis and
range from weak to severe or fatal toxicity.20-25 Medical in-
tervention can require treatment interruption or discontinua-
tion and immune suppression with corticosteroids.26

To combine the benefits of bispecific T cell–engaging molecules
with PD-1/PD-L1 checkpoint blockade and prevent on-target
off-leukemia events, we have developed a novel immunother-
apeutic format. Bifunctional checkpoint inhibitory T cell–engaging
(CiTE) antibodies consist of a high-affinity aCD33 single-chain vari-
able fragment (scFv) fused to an aCD3e scFv in 1 polypeptide chain.
Additionally, we attached the extracellular domain (amino acid
33-149) of PD-1 (PD-1ex), which intrinsically holds a low-affinity
to PD-L1. We hypothesized that the PD-1ex domain is not suf-
ficient to directly target PD-L1–expressing cells and does not
block PD-1/PD-L1 interactions unspecifically. Instead, we aimed
that PD-L1 blockade is thus dependent on aCD33 scFv-
mediated targeting, which would consequently restrict check-
point blockade to the surface of leukemic cells. A single-chain
triplebody (sctb),27 in which the PD-1ex module is replaced by an
aPD-L1 scFv, served as high-affinity control.

Our data reveal that the CiTE antibody binds to AML and T cells,
increases T-cell effector functions compared with a BiTE-like
molecule, and induces efficient cancer cell eradication. Notably,
in vitro the CiTE demonstrates a high selectivity for CD331PD-
L11 cells, whereas PD-L11 cells are not affected. This is further
supported in a murine model system, where no indication for the
development of irAEs because of on-target off-leukemia binding
of the cross-reactive PD-1ex could be detected. Contrarily, the
sctb also leads to the depletion of PD-L11 cells in vitro as well as
body weight loss and leukemia-unrelated PD-1 upregulation
in vivo. Therefore, we consider the new CiTE format a promising
therapeutic approach to treat patients with AML with high ef-
ficacy and minimize the risk to induce irAEs that are associated
with systemic immune checkpoint blockade.

Methods
Expression and purification
PD-1ex was amplified from human muscle complementary DNA
(cDNA; PDCD1 gene). The aPD-L1 scFv was published before
(YW243.55.S70, atezolizumab-derived) with variable light and
variable heavy chains connected by a (G4S4)4 linker.28 The OKT3-
based aCD3 scFv and hP67.6-derived aCD33 scFv were obtained
from published sequences.29,30 Coding sequences for CiTE, sctb,
and controls were cloned into the expression vector pSecTag2/
HygroC (ThermoFisher Scientific,Waltham,MA) containing aHis6-
tag. As control, PD-1ex was fused to a C-terminal human IgG1-Fc.
These molecules and the specificity control27 were expressed in
FreeStyle 293-F or Expi293F cells (Thermo Fisher Scientific). The
aPD-L1 scFv was cloned into the pAK40031 vector and expressed
in Escherichia coli BL21 cells (NEB, Ipswich, MA). Proteins were
purifiedby nickel affinity and size exclusion chromatography (SEC)
using Superdex 200 increase 10/300 or Superdex 75 10/300
columns (GE Healthcare, Little Chalfont, UK) in 20 mM histidine
and 300 mM NaCl (pH 6.5). Proteins were analyzed by sodium
dodecyl sulfate-polyacrylamide gel electrophoresis and analytical
SEC (Superdex 200 increase 5/150, GE Healthcare). For mouse
studies, proteins were prepared in 13 DPBS (Thermo Fisher
Scientific) and endotoxin levels were confirmed to be ,5 EU/kg
per day.32 Stability was measured by fluorescence-based thermal
shift (ThermoFluor) assay using the CFX96 Touch Real-Time PCR
Detection System (Bio-Rad, Hercules, CA).33

Cell lines
All cell lines were cultivated at standard conditions. Flp-In T-REx
293 cells (Thermo Fisher Scientific) weremodified for expression of
humanPD-L1 andCD33 (HEK:PD-L1 andHEK:CD33:PD-L1), which
could be enhanced by tetracycline induction (HEK:PD-L1_ind.).
MOLM-13, OCI-AML3, BA/F3, and Jurkat cells were purchased
from the Deutsche Sammlung von Mikroorganismen und Zell-
kulturen (Leibniz-Institut DSMZ, Braunschweig, Germany). Stable
PD-L1–expressing cells were generated by retroviral transduction
with cDNAof humanPD-L1 (MOLM-13:PD-L1 andOCI-AML3:PD-
L1) or murine PD-L1 (Panc02-OVA:mPD-L1), BA/F3:CD33:PD-L1
cells by further transduction with cDNA of human CD33.34

Patient and healthy donor material
After written informed consent in accordance with the Decla-
ration of Helsinki and approval by the Institutional Review Board
of the Ludwig-Maximilians-Universität (Munich, Germany), pe-
ripheral blood or bone marrow (BM) samples were collected
from healthy donors (HDs) and AML patients. At initial diagnosis
or relapse, samples were analyzed at the Laboratory for Leu-
kemia Diagnostics of the Klinikum der Universität München as
described previously.35-37 Patient characteristics are summarized
in supplemental Table 2, available on the Blood Web site.

Flow cytometry
Flow cytometry measurements were performed on a Guava
easyCyte 6HT instrument (Merck Millipore, Burlington, MA) and
analyzed using GuavaSoft, version 3.1.1 (Merck Millipore) or on an
LSR II flow cytometer (BD Biosciences, Franklin Lakes, NJ) and data
were evaluated using FlowJo, version 9.6 (Tree Star Inc., Ashland,
OR). Commercial antibodies are listed in the supplemental
Methods. Surface antigen density of cell lines was evaluated with
QIFIKIT (Agilent Dako, Santa Clara, CA). Apparent dissociation
constants were determined by calibrated flow cytometry as
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described.38 A total of 3.0 to 3.4 mm Rainbow Calibration particles
(BioLegend, San Diego, CA) served as calibration control. Data
points were normalized to the maximum mean fluorescence in-
tensity and fitted to a 1-site specific binding model.

T-cell activation and cytotoxicity assays
HD T cells were incubated with target cell lines at an effector to
target cell (E:T) ratio of 2:1, 1:3, or without targets in the
presence of CiTE, sctb, and control molecules. Assays were
performed in RPMI1640 1 GlutaMAX supplemented with 10%
fetal calf serum and penicillin/streptomycin (100 U/mL) (Thermo
Fisher Scientific). BA/F3 medium included 10% WEHI-3B su-
pernatant and 2.5 mg/mL aCD28 mAB (BD Pharmingen). Bead-
immobilized aCD3/aCD28 antibodies (Thermo Fisher Scientific)
served as positive control. After 96 hours, T-cell activation was
assessed by flow cytometry quantifying the CD21CD691, CD21

CD251, or CD21PD-11 population. For cytotoxicity readout,
MOLM-13– and BA/F3-derived cells were directly applied, OCI-
AML3:PD-L1 and OCI-AML3 were labeled with PKH67 (Sigma-
Aldrich, St. Louis, MO). After 72 hours, total target cell numbers
were assessed by flow cytometry as live CD22CD331 or CD22

PKH671 population, respectively, and normalized to negative
control. Data were transformed with a 4-parameter nonlinear fit

model. Interferon-g (IFN-g) and Granzyme B release were
determined after 72 hours by Cytometric Bead Array (Human
IFN-g/Granzyme B Flex Set, BD Biosciences).

HEK:PD-L1 and HEK:CD33:PD-L1 cells were labeled with 15 mM
Calcein AM (Thermo Fisher Scientific). Preactivated T cells de-
rived from an 18-day ex vivo peripheral blood mononuclear cell
expansion were incubated with a 1:1 mixture of unlabeled HEK:
PD-L1 and labeled HEK:CD33:PD-L1 cells and vice versa at
a total E:T ratio of 2:1 and increasing concentrations of mole-
cules.39 The 2.5% Triton X-100 served as maximum lysis. Fluo-
rescence intensity was measured using an Infinite M100 plate
reader (TECAN, Männedorf, Switzerland) and specific lysis was
calculated and analyzed with a 4-parameter nonlinear fit model.

Specific lysis [%] 5 (fluorescence(sample) – fluorescence(spontaneous lysis))/
(fluorescence(maximum lysis) – fluorescence(background)) 3 100

Ex vivo redirected lysis assay of cocultured AML
patient cells
Redirected lysis assays of AML patient samples were performed
in a-MEM (Thermo Fisher Scientific) supplemented with 12.5%
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fetal calf serum, 12.5% horse serum, 1% penicillin/streptomycin/
glutamine (Invitrogen, Carlsbad, CA), and a distinct cytokine
cocktail on irradiatedMS-5 cells as described elsewhere.10,13,40-42

HD T and AML cells were incubated at an E:T ratio of 1:4 and
addition of 10 nM of molecules or 10 mg/mL aPD-L1 mAB
(eBioscience Thermo Fisher Scientific). Cell populations were
assessed by flow cytometry. Cytotoxicity and T-cell proliferation
were evaluated as described previously.10,13

Murine AML xenograft studies
Female non-obese diabetic severe combined immunodeficiency g
(NSG) mice 170 to 265 days of age were housed under pathogen-
free conditions at the research animal facility of the Helmholtz
Zentrum München, Munich, Germany. Animal experiments were
approved by regional regulating authorities (Regierung von
Oberbayern) and conducted as described in a published pro-
tocol.43 At day 0, 2 3 104 MOLM-13:PD-L1 cells were injected IV.
At day 3, 107 in vitro preactivated T cells were transferred in-
traperitoneally and mice were randomized into 5 groups: 3 treat-
ment groups containing 6 mice each, a specificity control group

of 4 mice, and a 13 DPBS control group of 5 mice. At day 4,
1.7 pmol of molecules/g body weight or 13 DPBS were daily
IV injected until day 12. At day 13, mice were euthanized, spleens
were removed, and BM was obtained from femora of hind legs.

Plotting and statistical analysis
Statistical evaluation was performed using GraphPad Prism version
6.07 (GraphPad Software Inc., San Diego, CA) applying unpaired
Student t test with Welch correction for cell line–based assays with
the same T-cell donors, Wilcoxon test for different HDs and patient
samples, and Mann-Whitney U test for mouse xenograft experi-
ments. If P , .05, results were considered statistically significant.

Results
Generation and characterization of the
CiTE antibody
To combine specific T-cell redirection to AML cells with a target
cell–restricted PD-1/PD-L1 blockade, we generated a CiTE
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antibody by fusing PD-1ex to an aCD3.aCD33 BiTE-like molecule.
The CiTE was compared with a sctb,27 in which PD-1ex was
replaced by a high-affinity aPD-L1 scFv. The BiTE-like molecule
aCD3.aCD33, PD-1ex.aCD3 and aPD-L1.aCD3, as well as a non-
targeting molecule served as controls (Figure 1A; supplemental
Figure 1A). Purified proteins were analyzed by sodium dodecyl
sulfate-polyacrylamide gel electrophoresis and analytical SEC
(supplemental Figure 1B-C) and protein stability was assessed
by fluorescence-based thermal shift assay (supplemental Figure 1D).

The binding properties and apparent dissociation constants of
CiTE and sctb to antigen-presenting cells were analyzed by flow
cytometry (supplemental Figure 2). When investigating CiTE and
sctb as whole molecules, both bound similarly to CD331PD-L11

AML cell lines and HD T cells (Figure 1B). Because the unique
feature of the CiTE format is the weak PD-1ex affinity to PD-L1,
we evaluated the binding abilities of PD-1ex and the aPD-L1 scFv
independently. To this end, MOLM-13 and tetracycline-
inducible HEK293 cells both stably expressing PD-L1 (MOLM-
13:PD-L1 and HEK:PD-L1) were quantified for their PD-L1
surface antigen density (supplemental Table 1A). As expected,

our results showed weak physiological binding of PD-1ex (de-
scribed in the low micromolar range)44,45 and comparably strong
binding of the aPD-L1 scFv (Figure 1C).

Consequently, CiTE-mediated checkpoint inhibition on AML cells
depends on avidity contribution of the CD33 targeting module.
We performed a blocking assay with a labeled aPD-L1 mAB that
interfereswith the binding of the checkpointmodules. Despite the
weak interaction of PD-1ex in comparison with the aPD-L1 scFv,
the CiTE was able to block subsequent binding of the aPD-L1
mAB on CD331PD-L11AML cells (Figure 1D). However, it was not
as efficient as the sctb and the high-affinity aPD-L1.aCD3 control,
which were able to completely occupy accessible PD-L1 surface
molecules. In line with the binding studies, the low-affinity
PD-1ex.aCD3 control was displaced by the aPD-L1 mAB. Thus,
PD-1ex only interacts with its ligand on AML cells when it is
covalently linked to a high-affinity leukemia-targeting arm.

CiTE-mediated activation of resting T cells
In vitro, BiTE-mediated T-cell activation strictly depends on the
crosslink to target cells.46 To assess T-cell activation caused by
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ratio of 1:3, and culture time of 72 hours. Graphs display
mean values of (A-D) n 5 4-5, (E) n 5 7, or (F) n 5 6
independent experiments with SEM as error bars. For
statistical analysis, unpaired Student t test with Welch
correction (C-D) or Wilcoxon test (E-F) was applied.
*P , .05, **P , .01, ***P , .001.
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sole CD3 engagement, we incubated HD T cells with CiTE and
sctb in the absence or presence of MOLM-13:PD-L1 cells
(Figure 2A). As expected, none of the molecules induced ex-
pression of CD25 and CD69 without target cells, whereas T cells
significantly upregulated both markers in the presence of
MOLM-13:PD-L1 cells. As a further hallmark of T-cell activation,
we quantified the IFN-g and Granzyme B release (Figure 2B-D).
On CD331PD-L11 cells, both CiTE and sctb led to a significant
increase in IFN-g and Granzyme B levels compared with the
BiTE-like molecule. We also observed an upregulation of PD-1
upon T-cell activation (supplemental Figure 3).

To effectively counteract adaptive immune resistance caused
by PD-1/PD-L1 signaling, current clinical trials investigate
combination therapies of targeting agents with checkpoint
inhibitors.47,48 Thus, INF-g levels were measured upon T-cell
activation by CiTE, BiTE-like molecule, or combinations of
BiTE-like and checkpoint inhibitors. Strikingly, the CiTE induced
similar cytokine levels compared with high-affinity blocking
agents plus BiTE-like molecule, whereas the equimolar addition
of PD-1ex-Fc (low-affinity blocking module) triggered a weaker
IFN-g release (Figure 2D). We conclude that the fusion of PD-1ex
to a BiTE-like scaffold leads to similar T-cell activation as com-
bination approaches, but with the advantage of local restriction
to CD331 cells. We hypothesize that this effect is due to
a synergy of avidity-dependent binding and PD-1/PD-L1
checkpoint blockade.

CiTE-mediated cytotoxicity is limited to CD331 cells
With the CiTE format, we provide a molecule that targets CD331

leukemic cells with high affinity and locally blocks PD-L1 because
of the low affinity of PD-1ex. Furthermore, we expect the CiTE to
address CD331PD-L11 cells more efficiently than CD331PD-L12

cells because of avidity-dependent binding of the aCD33 scFv
and PD-1ex. To test this hypothesis, the molecules were in-
cubated with nonstimulated HD T cells and MOLM-13 or
MOLM-13:PD-L1 cells, expressing high levels of CD33 (Figure 3;
supplemental Figure 5; supplemental Table 1). Both CiTE and
sctb induced specific lysis of both cell lines, yet, PD-L1 ex-
pression on AML cells increased the efficacy of target cell de-
pletion (Figure 3A,C). Also, T-cell proliferation was triggered
more strongly on CD331PD-L11 target cells (supplemental
Figure 4). Interestingly, both molecules revealed similar 50%
effective concentration (EC50) values despite their different af-
finities for PD-L1. Consistent with the previous characterization,
the low-affinity PD-1ex.aCD3 control had a low impact on cy-
totoxicity, whereas the high-affinity aPD-L1.aCD3 control led to
target cell lysis when PD-L1 was expressed. Because CD33 levels
on AML cells exhibit a high inter- and intrapatient heteroge-
neity,10 the results were confirmed with OCI-AML3 and OCI-
AML3:PD-L1 cells, which express low CD33 levels (Figure 3B,D;
supplemental Table 1). The advantage of the bifunctional CiTE
and sctb in comparison with the standard BiTE-like molecule was
further investigated by T cell–induced cytotoxicity assays using
MOLM13:PD-L1 or BA/F3:CD33:PD-L1 target cells at an E:T
ratio of 1:3 (Figure 3E-F). In contrast to the BiTE-like molecule,
both CiTE and sctb significantly enhanced target cell lysis.
Collectively, CiTE- and sctb-mediated cytolysis is strongest
against CD331PD-L11 double-positive cells, independent of
the absolute affinity of the checkpoint blocking module, and
the fused PD-L1 blocking module increases lysis of double-
positive cells.

We next evaluated whether the CiTE molecule is able to induce
elimination of CD331PD-L11 cells selectively in the presence of
PD-L11 cells. To this end, preferential lysis was analyzed in
a mixed target cell population (Figure 4; supplemental Figure 6).
Although the CiTE triggered preferential lysis of CD331PD-L11

cells, molecules with high affinity to PD-L1 revealed dose-
dependent elimination of both CD331PD-L11 and PD-L11 cell
lines. This indicates that the low-affinity PD-1ex module is not
sufficient to redirect T cells to PD-L11 non-AML cells, which might
provide an important safety feature for the CiTE platform.

CiTE and sctb increase specific cytotoxicity against
patient-derived AML cells and enhance
T-cell proliferation
In ALL, relapse after blinatumomab treatment was suggested to
originate from PD-L1 expressing leukemic cells, which are re-
sistant to T cell–mediated cytotoxicity.14 A similar mechanism
was identified in AML, where AMG 330-induced T-cell activation
was accompanied by PD-L1 upregulation on patient-derived
AML cells as well as PD-1 expression on T cells ex vivo.13

Also, CiTE-mediated T-cell activation led to the upregulation
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of PD-L1 on primary AML patient cells (supplemental Figure 7A).
In 7 of 8 patients, the CiTE was able to induce equal or en-
hanced redirected lysis of target cells compared with the
BiTE-like molecule (62 6 9% compared with 55 6 6%), and
the sctb triggered similar or higher lysis in all patients (76 6
6%) (Figure 5A-B; supplemental Figure 7B). An increase in
T-cell proliferation was induced by the CiTE and sctb in contrast to
the BiTE-like molecule through prolongation of coculture time to
6 to 7 days (Figure 5D). Furthermore, elevated T-cell activity was
demonstrated by virtue of PD-1 expression as well as IFN-g re-
lease (Figure 5C; supplemental Figure 7C). Interestingly, addition
of a PD-L1 blocking mAB to the BiTE-like molecule had a lower
impact on cytotoxicity and T-cell proliferation than the sctb.
Thus, we hypothesize that CiTE and sctb are able to efficiently
counteract PD-L1–mediated resistance mechanisms and to
induce specific lysis of AML cells by a synergy of avidity-
dependent binding and checkpoint blockade.

CiTE induces leukemia eradication in vivo without
on-target off-leukemia events
Because T cell–based immunotherapies such as BiTEs, chimeric
antigen receptor T cells and hematopoietic stem cell trans-
plantation rely on T-cell activation, the induced proinflammatory
response will consistently evoke PD-L1 upregulation on AML

cells.13,49-52 To mimic this physiological situation in vivo, we
engrafted MOLM-13:PD-L1 cells into NSG mice followed by
transfer of in vitro activated human HD T cells (Figure 6A).
Evaluation of the residual hCD451CD331 AML population in the
BM after 9 days of treatment revealed complete eradication of
leukemic cells in all 3 treatment groups (Figure 6B). In contrast, the
control cohort showed 1% to 3% AML cells in the BM, which
resemblesminimal residual disease criteria of,5%myeloblasts in
humans (supplemental Figure 8A).53

Besides efficient eradication of AML cells, the main purpose of
the CiTE antibody is to avoid irAEs that originate from systemic
binding to PD-L11 tissue. To investigate potential targeting of
non-AML cells, we took advantage of the cross-reactivity of both
PD-L1 checkpoint blocking modules to murine PD-L1, which
bound murine PD-L1 with comparable affinities than human
PD-L1 (supplemental Figure 8B). Mice treated with the high-
affinity sctb lost body weight compared with the other treatment
groups (Figure 6D; supplemental Figure 8C). PD-1 was signifi-
cantly upregulated on CD41 and CD42 T cells in the BM
(Figure 6C); a similar T-cell phenotype was noted when splenic
T cells were analyzed (data not shown). We hypothesize that
this observation is due to sctb-mediated T-cell redirection to PD-
L11 murine cells and represents on-target off-leukemia events.
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Most importantly, no such effects were observed for the CiTE
antibody. These findings demonstrate that the CiTE efficiently
induces specific AML eradication in vivo without affecting the
body weight as indication for systemic PD-L1 targeting. Thus,
we consider the new CiTE format as favorable postremission
approach in AML, which is particularly suited to counteract
PD-L1–mediated adaptive immune resistance.

Discussion
The BiTE technology is a successful immunotherapeutic ap-
proach in ALL, and with AMG 330, a first T-cell engager recently

entered the clinics for AML treatment. However, it has been
shown that BiTE-mediated T-cell activation and the associated
release of proinflammatory cytokines trigger the upregulation of
the inhibitory ligand PD-L1 on AML and ALL cells.13,14 As reflected
in ex vivo experiments using human patient samples, the com-
bination of AMG 330 and PD-1/PD-L1 inhibitors might abrogate
this axis and restore T-cell activity.13 Yet, PD-1 and PD-L1 blocking
mABs that have hitherto been approved by regulatory authorities
are limited by their risk to induce irAEs. Although adverse events
are often successfully managed, they can develop into a severe
state and require therapy interruption or discontinuation; thus,
new approaches are urgently needed.
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The presented CiTE format is able to combine T-cell redirection
with a restricted PD-1/PD-L1 blockade to the surface of AML
cells and thereby to sustain immune tolerance against healthy
tissue. This is achieved by fusing the extracellular domain of
human PD-1, which naturally holds a low affinity to PD-L1, to
a BiTE-like scaffold. PD-1ex is not sufficient to bind PD-L1 alone,
but only linked to a high-affinity leukemia-targeting module. As
a consequence, the CiTE exclusively induces lysis of CD331PD-
L11 cells in vitro, whereas PD-L11 non-AML cells are not af-
fected. In vivo, the CiTE did not lead to on-target off-leukemia
events indicated by body weight loss and leukemia-unrelated
T-cell activation. Thus, the bifunctional format displays a prom-
ising therapeutic strategy to lower irAEs compared with high-
affinity PD-1 and PD-L1 blocking agents.

Because CD3-addressing approaches by T-cell–engaging mole-
cules are effective at very lowprotein concentrations (picomolar or
even subpicomolar),9,54,55 an obvious question is whether fusing
checkpoint ligands to CD3-binding modules in a single molecule
would be sufficient to block PD-1/PD-L1 interactions. However,
T-cell receptor and PD-1 are suggested to be closely associated in
the immunological synapse.56 Consequently, a locally restricted
full or even partial inhibition of PD-1/PD-L1 interactions at the
T-cell receptor could lead to a more efficient T-cell activation
even at low antibody concentrations.

Stimulation of CD3e on T cells with monoclonal antibodies was
shown to induce T-cell activation.46,57 Accordingly, patients
treated with muromonab (Orthoclone OKT3) frequently experi-
ence cytokine release syndrome.58,59 In contrast, monovalent CD3
stimulation by the CiTE does not per se trigger upregulation of
T-cell activation markers such as CD69 or CD25 in vitro. In con-
cordance to preclinical studies of BiTE antibodies,46 T cells are
exclusively activated by crosslinking to leukemic cells that express
the targeted CD33. Nevertheless, blinatumomab does induce
cytokine release syndrome in some patients.60 Intensive inves-
tigations in animal models are therefore indispensable.

Similar to BiTE molecules,9,54,55 the CiTE is able to induce redir-
ected lysis of cancer cells at very low concentrations with EC50

values in the low picomolar range. Because of avidity-dependent
binding, the targeting efficacy of CD331 AML cells that express
PD-L1 is increased. This might provide the possibility to prefer-
entially address double-positive cells, which is especially important
because CD33 is also expressed on CD341CD382 hematopoietic
stem cells and healthy myeloid cells, and the general depletion of
CD331 cells by CD33monotargeting agents such as gemtuzumab
ozogamicin consequentially results in neutropenia.10,61-66

Because the upregulation of immune checkpoints in response to
T-cell activation is a general mechanism of adaptive immune
resistance, combination therapies of targeting agents, chemo-
therapies, or kinase inhibitors with blocking mAB are under
intensive investigation.16,47,48,67 We were able to demonstrate
that the CiTE molecule, despite the low-affinity PD-1ex domain,
induces similar IFN-g levels in comparison with the combination
of the BiTE-likemolecule and PD-1 or PD-L1 inhibitors. However,
most importantly and in contrast to high-affinity PD-L1 binders
applied in combination therapies, the CiTE preferentially and
highly selectively eliminated CD331PD-L11 double-positive tar-
get cells. This is expected to translate into a decreased incidence
of irAEs, as was observed in our xenograft mouse model.

Collectively, we showed that the CiTE antibody reveals a high
potency to activate resting T cells and to induce efficient cy-
totoxicity against AML cells. It features a high specificity for
CD331PD-L11 target cells in vitro and does not show adverse
events in vivo. Because of its beneficial performance compared
with the BiTE format, we consider the CiTE a promising can-
didate to reverse immune resistance in AML. Future studies will
have to examine efficacy and tolerance in more advanced in vivo
models before applying the CiTE format into a clinical setting.
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Stiftung, the German Cancer Aid and the European Research Council.

M.H. is a doctoral candidate at Ludwig-Maximilians-Universität München;
this work is submitted in partial fulfillment of the requirement for that degree.

Authorship
Contribution: M.H., N.C.F., M.S., and K.-P.H. designed the experiments
and interpreted the data. M.H. generated and characterized the mole-
cules and performed cell line–based assays. F.R. and S.K. contributed to
cell line generation. C.K. and B.B. performed the evaluation on acute
myeloid leukemia patient samples and analyzed the results. A.O.W. and
A.M. contributed to the cell line–based assays and patient sample
evaluation. K.D. performed the in vivo studies and evaluated the data.
K.H.M., K.S., and M.S. contributed to patient characterization including
cytogenetic and molecular data. R.M. wrote the animal test proposal and
supervised animal experiments. K.-P.H. and M.S. supervised the pro-
ject. M.H. and N.C.F. wrote the manuscript with input from all authors.

Conflict of interest disclosure: The authors declare no competing fi-
nancial interests.

Correspondence: Marion Subklewe, Department of Medicine III, Uni-
versity Hospital, Ludwig-Maximilians-Universität München, Marchioninistr
15, 81377 Munich, Germany; e-mail: marion.subklewe@med.
uni-muenchen.de; Karl-Peter Hopfner, Gene Center and Department
of Biochemistry, Ludwig-Maximilians-Universität München, Feodor-
Lynen-Str 25, 81377 Munich, Germany; e-mail: hopfner@genzentrum.lmu.
de; and Nadia C. Fenn, Gene Center and Department of Biochemistry,
Ludwig-Maximilians-Universität München, Feodor-Lynen-Str 25, 81377
Munich, Germany; e-mail: nfenn@genzentrum.lmu.de.

Footnotes
Submitted 7 May 2018; accepted 19 September 2018. Prepublished
online as Blood First Edition paper, 1 October 2018; DOI 10.1182/blood-
2018-05-849802.

The online version of this article contains a data supplement.

There is a Blood Commentary on this article in this issue.

The publication costs of this article were defrayed in part by page charge
payment. Therefore, and solely to indicate this fact, this article is hereby
marked “advertisement” in accordance with 18 USC section 1734.

2492 blood® 6 DECEMBER 2018 | VOLUME 132, NUMBER 23 HERRMANN et al

D
ow

nloaded from
 https://ashpublications.org/blood/article-pdf/132/23/2484/1469542/blood849802.pdf by D

aniel N
ixdorf on 24 February 2020



Publication II 

 39 

REFERENCES
1. Lichtenegger FS, Schnorfeil FM, Hiddemann

W, Subklewe M. Current strategies in immu-
notherapy for acute myeloid leukemia.
Immunotherapy. 2013;5(1):63-78.

2. Lichtenegger FS, Krupka C, Köhnke T,
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Distribution and levels of cell surface ex-
pression of CD33 and CD123 in acute myeloid
leukemia. Blood Cancer J. 2014;4(6):e218.

62. Freeman SD, Kelm S, Barber EK, Crocker PR.
Characterization of CD33 as a new member of
the sialoadhesin family of cellular interaction
molecules. Blood. 1995;85(8):2005-2012.

63. Taussig DC, Pearce DJ, Simpson C, et al.
Hematopoietic stem cells express multiple
myeloid markers: implications for the origin
and targeted therapy of acute myeloid leu-
kemia. Blood. 2005;106(13):4086-4092.

64. Taksin AL, Legrand O, Raffoux E, et al. High
efficacy and safety profile of fractionated
doses of Mylotarg as induction therapy in
patients with relapsed acute myeloblastic
leukemia: a prospective study of the alfa
group. Leukemia. 2007;21(1):66-71.

65. Laszlo GS, Estey EH, Walter RB. The past and
future of CD33 as therapeutic target in acute
myeloid leukemia. Blood Rev. 2014;28(4):
143-153.

66. Larson RA, Sievers EL, Stadtmauer EA, et al.
Final report of the efficacy and safety of
gemtuzumab ozogamicin (Mylotarg) in
patients with CD33-positive acute myeloid
leukemia in first recurrence. Cancer. 2005;
104(7):1442-1452.

67. Deppisch N, Ruf P, Eißler N, Lindhofer H,
Mocikat R. Potent CD41 T cell-associated
antitumor memory responses induced by tri-
functional bispecific antibodies in combina-
tion with immune checkpoint inhibition.
Oncotarget. 2017;8(3):4520-4529.

2494 blood® 6 DECEMBER 2018 | VOLUME 132, NUMBER 23 HERRMANN et al

D
ow

nloaded from
 https://ashpublications.org/blood/article-pdf/132/23/2484/1469542/blood849802.pdf by D

aniel N
ixdorf on 24 February 2020



References 

 41 

3 References 
1. Döhner, H., Weisdorf, D. J. & Bloomfield, C. D. Acute myeloid leukemia. N. Engl. J. Med. 

373, 1136–1152 (2015). 

2. Kavanagh, S., Murphy, T., Law, A., Yehudai, D., Ho, J. M., Chan, S. & Schimmer, A. D. 

Emerging therapies for acute myeloid leukemia: translating biology into the clinic. JCI 

insight 2, 1–15 (2017). 

3. Döhner, H., Estey, E., Grimwade, D., Amadori, S., Appelbaum, F. R., Büchner, T., 

Dombret, H., Ebert, B. L., Fenaux, P., Larson, R. A., Levine, R. L., Lo-Coco, F., Naoe, T., 

Niederwieser, D., Ossenkoppele, G. J., Sanz, M., Sierra, J., Tallman, M. S., Tien, H.-F., 

Wei, A. H., Löwenberg, B. & Bloomfield, C. D. Diagnosis and management of AML in 
adults: 2017 ELN recommendations from an international expert panel. Blood 129, 424–

447 (2017). 

4. Babu, S. P. K. K., Kashyap, V., Sivaranjani, P. & Agila, S. An undiagnosed case of acute 

myeloid leukemia. J. Indian Soc. Periodontol. 18, 95–97 (2014). 

5. De Kouchkovsky, I. & Abdul-Hay, M. ‘Acute myeloid leukemia: A comprehensive review 

and 2016 update’. Blood Cancer J. 6, (2016). 

6. Acute Myeloid Leukemia — Cancer Stat Facts. 
https://seer.cancer.gov/statfacts/html/amyl.html. 

7. Bennett, J. M., Catovsky, D., Daniel, M. -T, Flandrin, G., Galton, D. A. G., Gralnick, H. R. 

& Sultan, C. Proposals for the Classification of the Acute Leukaemias French-American-
British (FAB) Co-operative Group. Br. J. Haematol. 33, 451–458 (1976). 

8. Döhner, H., Estey, E. H., Amadori, S., Appelbaum, F. R., Buchner, T., Burnett, A. K., 

Dombret, H., Fenaux, P., Grimwade, D., Larson, R. A., Lo-Coco, F., Naoe, T., 

Niederwieser, D., Ossenkoppele, G. J., Sanz, M. A., Sierra, J., Tallman, M. S., Lowenberg, 

B. & Bloomfield, C. D. Diagnosis and management of acute myeloid leukemia in adults: 

recommendations from an international expert panel, on behalf of the European 

LeukemiaNet. Blood 115, 453–474 (2010). 

9. Jentzsch, M., Grimm, J., Bill, M., Brauer, D., Backhaus, D., Goldmann, K., Schulz, J., 

Niederwieser, D., Platzbecker, U. & Schwind, S. ELN risk stratification and outcomes in 

secondary and therapy-related AML patients consolidated with allogeneic stem cell 

transplantation. Bone Marrow Transplant. 56, 936–945 (2021). 

10. Jentzsch, M., Grimm, J., Bill, M., Brauer, D., Backhaus, D., Goldmann, K., Schulz, J., 

Niederwieser, D., Platzbecker, U. & Schwind, S. ELN risk stratification and outcomes in 

secondary and therapy-related AML patients consolidated with allogeneic stem cell 
transplantation. Bone Marrow Transplant. (2020) doi:10.1038/s41409-020-01129-1. 

 



References 

 42 

11. Döhner, H., Weisdorf, D. J. & Bloomfield, C. D. Acute Myeloid Leukemia. N. Engl. J. Med. 

373, 1136–1152 (2015). 

12. Yates, J. W., Wallace, H. J. J., Ellison, R. R. & Holland, J. F. Cytosine arabinoside (NSC-

63878) and daunorubicin (NSC-83142) therapy in acute nonlymphocytic leukemia. Cancer 

Chemother. reports 57, 485–488 (1973). 

13. Burnett, A., Wetzler, M. & Löwenberg, B. Therapeutic advances in acute myeloid 

leukemia. J. Clin. Oncol. 29, 487–494 (2011). 

14. Bower, H., Andersson, T. M. L., Bjorkholm, M., Dickman, P. W., Lambert, P. C. & Derolf, 

A. R. Continued improvement in survival of acute myeloid leukemia patients: An 

application of the loss in expectation of life. Blood Cancer J. 6, (2016). 

15. Sweeney, C. & Vyas, P. The Graft-Versus-Leukemia Effect in AML. Front. Oncol. 9, 1–19 

(2019). 

16. Loke, J., Malladi, R., Moss, P. & Craddock, C. The role of allogeneic stem cell 

transplantation in the management of acute myeloid leukaemia: a triumph of hope and 

experience. Br. J. Haematol. 188, 129–146 (2020). 

17. Pohlen, M., Groth, C., Sauer, T., Görlich, D., Mesters, R., Schliemann, C., Lenz, G., 

Müller-Tidow, C., Büchner, T., Berdel, W. E. & Stelljes, M. Allogeneic Stem Cell 

Transplantation (SCT) for Acute Myeloid Leukemia (AML) and High-Risk Myelodysplastic 

Syndrome (MDS) in Elderly Patients (Older than 60 Years). Blood 126, 2025 (2015). 

18. Thomas, E. D., Buckner, C. D., Banaji, M., Clift, R. A., Fefer, A., Flournoy, N., Goodell, B. 

W., Hickman, R. O., Lerner, K. G., Neiman, P. E., Sale, G. E., Sanders, J. E., Singer, J., 

Stevens, M., Storb, R. & Weiden, P. L. One hundred patients with acute leukemia treated 

by chemotherapy, total body irradiation, and allogeneic marrow transplantation. Blood 49, 
511–533 (1977). 

19. Bacigalupo, A., Vitale, V., Corvö, R., Barra, S., Lamparelli, T., Gualandi, F., Mordini, N., 

Berisso, G., Bregante, S., Raiola, A. M., Van Lint, M. T. & Frassoni, F. The combined effect 

of total body irradiation (TBI) and cyclosporin a (CyA) on the risk of relapse in patients with 

acute myeloid leukaemia undergoing allogeneic bone marrow transplantation. Br. J. 

Haematol. 108, 99–104 (2000). 

20. Zilberberg, J., Feinman, R. & Korngold, R. Strategies for the Identification of T Cell-
Recognized Tumor Antigens in Hematological Malignancies for Improved Graft-versus-

Tumor Responses after Allogeneic Blood and Marrow Transplantation. Biol. Blood Marrow 

Transplant. 21, 1000–1007 (2015). 

21. Weiden, P. L., Flournoy, N., Thomas, E. D., Prentice, R., Fefer, A., Buckner, C. D. & Storb, 

R. Antileukemic Effect of Graft-versus-Host Disease in Human Recipients of Allogeneic-

Marrow Grafts. N. Engl. J. Med. 300, 1068–1073 (1979). 

 



References 

 43 

22. Giralt, S., Estey, E., Albitar, M., Van Besien, K., Rondón, G., Anderlini, P., O’Brien, S., 

Khouri, I., Gajewski, J., Mehra, R., Claxton, D., Andersson, B., Beran, M., Przepiorka, D., 

Koller, C., Kornblau, S., Körbling, M., Keating, M., Kantarjian, H. & Champlin, R. 

Engraftment of allogeneic hematopoietic progenitor cells with purine analog-containing 

chemotherapy: Harnessing graft-versus-leukemia without myeloablative therapy. Blood 

89, 4531–4536 (1997). 

23. Ferrara, J. L. M., Levine, J. E., Reddy, P. & Holler, E. Graft-versus-host disease. Lancet 
373, 1550–1561 (2009). 

24. Rowe, J. M. Graft-versus-disease effect following allogeneic transplantation for acute 

leukaemia. Best Practice and Research: Clinical Haematology vol. 21 485–502 (2008). 

25. Craddock, C., Nagra, S., Peniket, A., Brookes, C., Buckley, L., Nikolousis, E., Duncan, N., 

Tauro, S., Yin, J., Liakopoulou, E., Kottaridis, P., Snowden, J., Milligan, D., Cook, G., 

Tholouli, E., Littlewood, T., Peggs, K., Vyas, P., Clark, F., Cook, M., Mackinnon, S. & 

Russell, N. Factors predicting long-term survival after T-cell depleted reduced intensity 

allogeneic stem cell transplantation for acute myeloid leukemia. Haematologica 95, 989–
995 (2010). 

26. Hobbs, G. & Perales, M.-A. Effects of T-Cell Depletion on Allogeneic Hematopoietic Stem 

Cell Transplantation Outcomes in AML Patients. J. Clin. Med. 4, 488–503 (2015). 

27. Vyas, P., Appelbaum, F. R. & Craddock, C. Allogeneic hematopoietic cell transplantation 

for acute myeloid leukemia. Biol. Blood Marrow Transplant. 21, 8–15 (2015). 

28. Rautenberg, C., Germing, U., Haas, R., Kobbe, G. & Schroeder, T. Relapse of acute 

myeloid leukemia after allogeneic stem cell transplantation: Prevention, detection, and 

treatment. Int. J. Mol. Sci. 20, (2019). 

29. Greiner, J., Götz, M., Bunjes, D., Hofmann, S. & Wais, V. Immunological and Clinical 

Impact of Manipulated and Unmanipulated DLI after Allogeneic Stem Cell Transplantation 

of AML Patients. J. Clin. Med. 9, 39 (2019). 

30. Kiyoi, H., Kawashima, N. & Ishikawa, Y. FLT3 mutations in acute myeloid leukemia: 

Therapeutic paradigm beyond inhibitor development. Cancer Sci. 111, 312–322 (2020). 

31. Levis, M. FLT3 mutations in acute myeloid leukemia: what is the best approach in 2013? 

Hematology Am. Soc. Hematol. Educ. Program 2013, 220–226 (2013). 

32. Kottaridis, P. D., Gale, R. E. & Linch, D. C. FLT3 mutations and leukaemia. Br. J. 

Haematol. 122, 523–538 (2003). 

33. Moore, M. A. S., Dorn, D. C., Schuringa, J. J., Chung, K. Y. & Morrone, G. Constitutive 

activation of Flt3 and STAT5A enhances self-renewal and alters differentiation of 

hematopoietic stem cells. Exp. Hematol. 35, 105–116 (2007). 

 

 



References 

 44 

34. Schnittger, S., Schoch, C., Dugas, M., Kern, W., Staib, P., Wuchter, C., Löffler, H., 

Sauerland, C. M., Serve, H., Büchner, T., Haferlach, T. & Hiddemann, W. Analysis of FLT3 

length mutations in 1003 patients with acute myeloid leukemia: Correlation to 

cytogenetics, FAB subtype, and prognosis in the AMLCG study and usefulness as a 

marker for the detection of minimal residual disease. Blood 100, 59–66 (2002). 

35. Daver, N., Schlenk, R. F., Russell, N. H. & Levis, M. J. Targeting FLT3 mutations in AML: 

review of current knowledge and evidence. Leukemia 33, 299–312 (2019). 

36. Megías-Vericat, J. E., Ballesta-López, O., Barragán, E., Martínez-Cuadrón, D. & 

Montesinos, P. Tyrosine kinase inhibitors for acute myeloid leukemia: A step toward 

disease control? Blood Rev. 44, 100675 (2020). 

37. McMurry, H., Fletcher, L. & Traer, E. IDH Inhibitors in AML—Promise and Pitfalls. Curr. 

Hematol. Malig. Rep. 207–217 (2021) doi:10.1007/s11899-021-00619-3. 

38. DiNardo, C. D., Stein, E. M., de Botton, S., Roboz, G. J., Altman, J. K., Mims, A. S., 

Swords, R., Collins, R. H., Mannis, G. N., Pollyea, D. A., Donnellan, W., Fathi, A. T., 

Pigneux, A., Erba, H. P., Prince, G. T., Stein, A. S., Uy, G. L., Foran, J. M., Traer, E., 
Stuart, R. K., Arellano, M. L., Slack, J. L., Sekeres, M. A., Willekens, C., Choe, S., Wang, 

H., Zhang, V., Yen, K. E., Kapsalis, S. M., Yang, H., Dai, D., Fan, B., Goldwasser, M., Liu, 

H., Agresta, S., Wu, B., Attar, E. C., Tallman, M. S., Stone, R. M. & Kantarjian, H. M.  

Durable Remissions with Ivosidenib in IDH1 -Mutated Relapsed or Refractory AML . N. 

Engl. J. Med. 378, 2386–2398 (2018). 

39. Roboz, G. J., DiNardo, C. D., Stein, E. M., de Botton, S., Mims, A. S., Prince, G. T., Altman, 

J. K., Arellano, M. L., Donnellan, W., Erba, H. P., Mannis, G. N., Pollyea, D. A., Stein, A. 

S., Uy, G. L., Watts, J. M., Fathi, A. T., Kantarjian, H. M., Tallman, M. S., Choe, S., Dai, 
D., Fan, B., Wang, H., Zhang, V., Yen, K. E., Kapsalis, S. M., Hickman, D., Liu, H., Agresta, 

S. V., Wu, B., Attar, E. C. & Stone, R. M. Ivosidenib induces deep durable remissions in 

patients with newly diagnosed IDH1-mutant acute myeloid leukemia. Blood 135, 463–471 

(2020). 

40. Fiorentini, A., Capelli, D., Saraceni, F., Menotti, D., Poloni, A. & Olivieri, A. The Time Has 

Come for Targeted Therapies for AML: Lights and Shadows. Oncol. Ther. 8, 13–32 (2020). 

41. Golub, D., Iyengar, N., Dogra, S., Wong, T., Bready, D., Tang, K., Modrek, A. S. & 
Placantonakis, D. G. Mutant isocitrate dehydrogenase inhibitors as targeted cancer 

therapeutics. Front. Oncol. 9, (2019). 

42. Liu, X. & Gong, Y. Isocitrate dehydrogenase inhibitors in acute myeloid leukemia. Biomark. 

Res. 7, 1–8 (2019). 

 

 

 



References 

 45 

43. Stahl, M., Menghrajani, K., Derkach, A., Chan, A., Xiao, W., Glass, J., King, A. C., Daniyan, 

A. F., Famulare, C., Cuello, B. M., Horvat, T. Z., Abdel-Wahab, O., Levine, R. L., Viny, A. 

D., Stein, E. M., Cai, S. F., Roshal, M., Tallman, M. S. & Goldberg, A. D. Clinical and 

molecular predictors of response and survival following venetoclax therapy in 

relapsed/refractory AML. Blood Adv. 5, 1552–1564 (2021). 

44. DiNardo, C. D., Jonas, B. A., Pullarkat, V., Thirman, M. J., Garcia, J. S., Wei, A. H., 

Konopleva, M., Döhner, H., Letai, A., Fenaux, P., Koller, E., Havelange, V., Leber, B., 
Esteve, J., Wang, J., Pejsa, V., Hájek, R., Porkka, K., Illés, Á., Lavie, D., Lemoli, R. M., 

Yamamoto, K., Yoon, S.-S., Jang, J.-H., Yeh, S.-P., Turgut, M., Hong, W.-J., Zhou, Y., 

Potluri, J. & Pratz, K. W. Azacitidine and Venetoclax in Previously Untreated Acute Myeloid 

Leukemia. N. Engl. J. Med. 383, 617–629 (2020). 

45. Baron, J. & Wang, E. S. Gemtuzumab ozogamicin for the treatment of acute myeloid 

leukemia. Expert Rev. Clin. Pharmacol. 11, 549–559 (2018). 

46. Lambert, J., Pautas, C., Terré, C., Raffoux, E., Turlure, P., Caillot, D., Legrand, O., 

Thomas, X., Gardin, C., Gogat-Marchant, K., Rubin, S. D., Benner, R. J., Bousset, P., 
Preudhomme, C., Chevret, S., Dombret, H. & Castaigne, S. Gemtuzumab ozogamicin for 

de novo acute myeloid leukemia: Final efficacy and safety updates from the open-label, 

phase III ALFA-0701 trial. Haematologica 104, 113–119 (2019). 

47. Stone, R. M., Mandrekar, S. J., Sanford, B. L., Laumann, K., Geyer, S., Bloomfield, C. D., 

Thiede, C., Prior, T. W., Dohner, K., Marcucci, G., Lo-Coco, F., Klisovic, R. B., Wei, A., 

Sierra, J., Sanz, M. A., Brandwein, J. M., De Witte, T., Niederwieser, D., Appelbaum, F. 

R., Medeiros, B. C., Tallman, M. S., Krauter, J., Schlenk, R. F., Ganser, A., Serve, H., 

Ehninger, G., Amadori, S., Larson, R. A. & Dohner, H. Midostaurin plus chemotherapy for 
acute myeloid leukemia with a FLT3 Mutation. N. Engl. J. Med. 377, 454–464 (2017). 

48. Perl, A. E., Martinelli, G., Cortes, J. E., Neubauer, A., Berman, E., Paolini, S., Montesinos, 

P., Baer, M. R., Larson, R. A., Ustun, C., Fabbiano, F., Erba, H. P., Di Stasi, A., Stuart, R., 

Olin, R., Kasner, M., Ciceri, F., Chou, W.-C., Podoltsev, N., Recher, C., Yokoyama, H., 

Hosono, N., Yoon, S.-S., Lee, J.-H., Pardee, T., Fathi, A. T., Liu, C., Hasabou, N., Liu, X., 

Bahceci, E. & Levis, M. J.  Gilteritinib or Chemotherapy for Relapsed or Refractory FLT3 

-Mutated AML . N. Engl. J. Med. 381, 1728–1740 (2019). 

49. Stein, E. M., DiNardo, C. D., Fathi, A. T., Pollyea, D. A., Stone, R. M., Altman, J. K., Roboz, 

G. J., Patel, M. R., Collins, R., Flinn, I. W., Sekeres, M. A., Stein, A. S., Kantarjian, H. M., 

Levine, R. L., Vyas, P., MacBeth, K. J., Tosolini, A., VanOostendorp, J., Xu, Q., Gupta, I., 

Lila, T., Risueno, A., Yen, K. E., Wu, B., Attar, E. C., Tallman, M. S. & de Botton, S. 

Molecular remission and response patterns in patients with mutant-IDH2 acute myeloid 

leukemia treated with enasidenib. Blood 133, 676–687 (2019). 

 

 



References 

 46 

50. Cortes, J. E., Heidel, F. H., Hellmann, A., Fiedler, W., Smith, B. D., Robak, T., Montesinos, 

P., Pollyea, D. A., DesJardins, P., Ottmann, O., Ma, W. W., Shaik, M. N., Laird, A. D., 

Zeremski, M., O’Connell, A., Chan, G. & Heuser, M. Randomized comparison of low dose 

cytarabine with or without glasdegib in patients with newly diagnosed acute myeloid 

leukemia or high-risk myelodysplastic syndrome. Leukemia 33, 379–389 (2019). 

51. Kolb, H. J., Mittermuller, J., Clemm, C., Holler, E., Ledderose, G., Brehm, G., Heim, M. & 

Wilmanns, W. Donor leukocyte transfusions for treatment of recurrent chronic 
myelogenous leukemia in marrow transplant patients. Blood 76, 2462–2465 (1990). 

52. Marmont, A. M. The graft versus leukemia (GVL) effect after allogeneic bone marrow 

transplantation for chronic myelogenous leukemia (CML). Leuk. Lymphoma 11, 221–226 

(1993). 

53. Frey, N. V. & Porter, D. L. Graft-versus-host disease after donor leukocyte infusions: 

presentation and management. Best Pract. Res. Clin. Haematol. 21, 205–222 (2008). 

54. Chang, X., Zang, X. & Xia, C. Q. New strategies of DLI in the management of relapse of 

hematological malignancies after allogeneic hematopoietic SCT. Bone Marrow 

Transplant. 51, 324–332 (2016). 

55. Kolb, H. J., Schattenberg, A., Goldman, J. M., Hertenstein, B., Jacobsen, N., Arcese, W., 

Ljungman, P., Ferrant, A., Verdonck, L., Niederwieser, D., van Rhee, F., Mittermueller, J., 

de Witte, T., Holler, E. & Ansari, H. Graft-versus-leukemia effect of donor lymphocyte 

transfusions in marrow grafted  patients. Blood 86, 2041–2050 (1995). 

56. Porter, D. L., Roth, M. S., McGarigle, C., Ferrara, J. & Antin, J. H. Induction of Graft-

versus-Host Disease as Immunotherapy for Relapsed Chronic Myeloid Leukemia. N. Engl. 

J. Med. (1994) doi:10.1056/nejm199401133300204. 

57. Ruggeri, L., Mancusi, A., Perruccio, K., Burchielli, E., Martelli, M. F. & Velardi, A. Natural 

killer cell alloreactivity for leukemia therapy. J. Immunother. 28, 175–182 (2005). 

58. Shaffer, B. C., Le Luduec, J. B., Forlenza, C., Jakubowski, A. A., Perales, M. A., Young, 

J. W. & Hsu, K. C. Phase II Study of Haploidentical Natural Killer Cell Infusion for 

Treatment of Relapsed or Persistent Myeloid Malignancies Following Allogeneic 

Hematopoietic Cell Transplantation. Biol. Blood Marrow Transplant. 22, 705–709 (2016). 

59. Orti, G., Barba, P., Fox, L., Salamero, O., Bosch, F. & Valcarcel, D. Donor lymphocyte 
infusions in AML and MDS: Enhancing the graft-versus-leukemia effect. Exp. Hematol. 48, 

1–11 (2017). 

 

 

 

 



References 

 47 

60. Ciceri, F., Bonini, C., Stanghellini, M. T. L., Bondanza, A., Traversari, C., Salomoni, M., 

Turchetto, L., Colombi, S., Bernardi, M., Peccatori, J., Pescarollo, A., Servida, P., 

Magnani, Z., Perna, S. K., Valtolina, V., Crippa, F., Callegaro, L., Spoldi, E., Crocchiolo, 

R., Fleischhauer, K., Ponzoni, M., Vago, L., Rossini, S., Santoro, A., Todisco, E., Apperley, 

J., Olavarria, E., Slavin, S., Weissinger, E. M., Ganser, A., Stadler, M., Yannaki, E., 

Fassas, A., Anagnostopoulos, A., Bregni, M., Stampino, C. G., Bruzzi, P. & Bordignon, C. 

Infusion of suicide-gene-engineered donor lymphocytes after family haploidentical 
haemopoietic stem-cell transplantation for leukaemia (the TK007 trial): a non-randomised 

phase I-II study. Lancet Oncol. 10, 489–500 (2009). 

61. Ding, G. & Chen, H. Adoptive transfer of T cells transduced with a chimeric antigen 

receptor to treat relapsed or refractory acute leukemia: efficacy and feasibility of 

immunotherapy approaches. Sci. China Life Sci. 59, 673–677 (2016). 

62. Weber, G., Caruana, I., Rouce, R. H., Barrett, A. J., Gerdemann, U., Leen, A. M., Rabin, 

K. R. & Bollard, C. M. Generation of tumor antigen-specific T cell lines from pediatric 

patients with acute lymphoblastic leukemia-implications for immunotherapy. Clin. Cancer 

Res. 19, 5079–5091 (2013). 

63. Weber, G., Gerdemann, U., Caruana, I., Savoldo, B., Hensel, N. F., Rabin, K. R., Shpall, 

E. J., Melenhorst, J. J., Leen, A. M., Barrett, A. J. & Bollard, C. M. Generation of multi-

leukemia antigen-specific T cells to enhance the graft-versus-leukemia effect after 

allogeneic stem cell transplant. Leukemia 27, 1538–1547 (2013). 

64. Solomon, S. R., Mielke, S., Savani, B. N., Montera, A., Wisch, L., Childs, R., Hensel, N., 

Schindler, J., Ghetie, V., Leitman, S. F., Mai, T., Carter, C. S., Kurlander, R., Read, E. J., 

Vitetta, E. S. & Barrett, A. J. Selective depletion of alloreactive donor lymphocytes: A novel 
method to reduce the severity of graft-versus-host disease in older patients undergoing 

matched sibling donor stem cell transplantation. Blood 106, 1123–1129 (2005). 

65. Amrolia, P. J., Muccioli-Casadei, G., Yvon, E., Huls, H., Sili, U., Wieder, E. D., Bollard, C., 

Heslop, H. E., Molldrem, J. J., Rooney, C. M. & Brenner, M. K. Selective depletion of donor 

alloreactive T cells without loss of antiviral or antileukemic responses. Blood 102, 2292–

2299 (2003). 

66. Lulla, P. D., Naik, S., Vasileiou, S., Tzannou, I., Watanabe, A., Kuvalekar, M., Lulla, S., 
Carrum, G., Ramos, C. A., Kamble, R., Hill, L. Q., Randhawa, J., Gottschalk, S., Krance, 

R., Wang, T., Wu, M., Robertson, C., Gee, A. P., Chung, B., Grilley, B., Brenner, M. K., 

Heslop, H. E., Vera, J. F. & Leen, A. M. Clinical effects of administering leukemia-specific 

donor T cells to patients with AML/MDS after allogeneic transplant. Blood vol. 137 (2021). 

67. Goebeler, M.-E. & Bargou, R. C. T cell-engaging therapies — BiTEs and beyond. Nat. 

Rev. Clin. Oncol. (2020) doi:10.1038/s41571-020-0347-5. 

 

 



References 

 48 

68. Krupka, C., Kufer, P., Kischel, R., Zugmaier, G., Bogeholz, J., Kohnke, T., Lichtenegger, 

F. S., Schneider, S., Metzeler, K. H., Fiegl, M., Spiekermann, K., Baeuerle, P. A., 

Hiddemann, W., Riethmuller, G. & Subklewe, M. CD33 target validation and sustained 

depletion of AML blasts in long-term cultures by the bispecific T-cell-engaging antibody 

AMG 330. Blood 123, 356–365 (2014). 

69. Brauchle, B., Goldstein, R. L., Karbowski, C. M., Henn, A., Li, C.-M., Bücklein, V. L., 

Krupka, C., Boyle, M. C., Koppikar, P., Haubner, S., Wahl, J., Dahlhoff, C., Raum, T., 
Rardin, M. J., Sastri, C., Rock, D. A., von Bergwelt-Baildon, M., Frank, B., Metzeler, K. H., 

Case, R., Friedrich, M., Balazs, M., Spiekermann, K., Coxon, A., Subklewe, M. & 

Arvedson, T. Characterization of a Novel FLT3 BiTE Molecule for the Treatment of Acute 

Myeloid Leukemia. Mol. Cancer Ther. 19, 1875–1888 (2020). 

70. Williams, B. A., Law, A., Hunyadkurti, J., Desilets, S., Leyton, J. V. & Keating, A. Antibody 

Therapies for Acute Myeloid Leukemia: Unconjugated, Toxin-Conjugated, Radio-

Conjugated and Multivalent Formats. J. Clin. Med. 8, 1261 (2019). 

71. Ellerman, D. Bispecific T-cell engagers: Towards understanding variables influencing the 
in vitro potency and tumor selectivity and their modulation to enhance their efficacy and 

safety. Methods 154, 102–117 (2019). 

72. Offner, S., Hofmeister, R., Romaniuk, A., Kufer, P. & Baeuerle, P. A. Induction of regular 

cytolytic T cell synapses by bispecific single-chain antibody constructs on MHC class I-

negative tumor cells. Mol. Immunol. 43, 763–771 (2006). 

73. Roskopf, C. C., Schiller B., C. B., Braciak A., T. A., Kobold, S., Schubert A., I. A., Fey H., 

G. H., Hopfner, K. P. & Oduncu S., F. S. T cell-recruiting triplebody 19-3-19 mediates serial 

lysis of malignant B-lymphoid cells by a single T cell. Oncotarget 5, 6466–6483 (2014). 

74. Löffler, A., Kufer, P., Lutterbüse, R., Zettl, F., Daniel, P. T., Schwenkenbecher, J. M., 

Riethmüller, G., Dörken, B. & Bargou, R. C. A recombinant bispecific single-chain 

antibody, CD19 x CD3, induces rapid and high  lymphoma-directed cytotoxicity by 

unstimulated T lymphocytes. Blood 95, 2098–2103 (2000). 

75. Przepiorka, D., Ko, C. W., Deisseroth, A., Yancey, C. L., Candau-Chacon, R., Chiu, H. J., 

Gehrke, B. J., Gomez-Broughton, C., Kane, R. C., Kirshner, S., Mehrotra, N., Ricks, T. K., 

Schmiel, D., Song, P., Zhao, P., Zhou, Q., Farrell, A. T. & Pazdur, R. FDA approval: 
Blinatumomab. Clin. Cancer Res. 21, 4035–4039 (2015). 

76. Kantarjian, H., Stein, A., Gökbuget, N., Fielding, A. K., Schuh, A. C., Ribera, J.-M., Wei, 

A., Dombret, H., Foà, R., Bassan, R., Arslan, Ö., Sanz, M. A., Bergeron, J., Demirkan, F., 

Lech-Maranda, E., Rambaldi, A., Thomas, X., Horst, H.-A., Brüggemann, M., Klapper, W., 

Wood, B. L., Fleishman, A., Nagorsen, D., Holland, C., Zimmerman, Z. & Topp, M. S. 

Blinatumomab versus Chemotherapy for Advanced Acute Lymphoblastic Leukemia. N. 

Engl. J. Med. 376, 836–847 (2017). 

 



References 

 49 

77. Gökbuget, N., Dombret, H., Bonifacio, M., Reichle, A., Graux, C., Faul, C., Diedrich, H., 

Topp, M. S., Brüggemann, M., Horst, H. A., Havelange, V., Stieglmaier, J., Wessels, H., 

Haddad, V., Benjamin, J. E., Zugmaier, G., Nagorsen, D. & Bargou, R. C. Blinatumomab 

for minimal residual disease in adults with B-cell precursor acute lymphoblastic leukemia. 

Blood 131, 1522–1531 (2018). 

78. Ravandi, F., Stein, A. S., Kantarjian, H. M., Walter, R. B., Paschka, P., Jongen-Lavrencic, 

M., Ossenkoppele, G. J., Yang, Z., Mehta, B. & Subklewe, M. A Phase 1 First-in-Human 
Study of AMG 330, an Anti-CD33 Bispecific T-Cell Engager (BiTE®) Antibody Construct, 

in Relapsed/Refractory Acute Myeloid Leukemia (R/R AML). Blood 132, 25 (2018). 

79. Ravandi, F., Walter, R. B., Subklewe, M., Buecklein, V., Jongen-Lavrencic, M., Paschka, 

P., Ossenkoppele, G. J., Kantarjian, H. M., Hindoyan, A., Agarwal, S. K., Dai, T., 

Khaldoyanidi, S. & Stein, A. S. Updated results from phase I dose-escalation study of AMG 

330, a bispecific T-cell engager molecule, in patients with relapsed/refractory acute 

myeloid leukemia (R/R AML). J. Clin. Oncol. 38, 7508 (2020). 

80. Ravandi, F., Walter, R. B., Subklewe, M., Bücklein, V., Jongen-Lavrencic, M., Huetter-
Kroenke, M.-L., Ossenkoppele, G., Kantarjian, H., Hindoyan, A., Dai, T., Khaldoyanidi, S. 

& Stein, A. EP582 Update on preliminary results from a phase 1 first-in-human dose 

escalation study of AMG 330 in patients with relapsed/refractory acute myeloid leukemia 

(r/r AML). HemaSphere 4, 246–247 (2020). 

81. Guy, D. G. & Uy, G. L. Bispecific Antibodies for the Treatment of Acute Myeloid Leukemia. 

Curr. Hematol. Malig. Rep. 13, 417–425 (2018). 

82. Arvedson, T. L., Balazs, M., Bogner, P., Black, K., Graham, K., Henn, A., Friedrich, M., 

Hoffmann, P., Kischel, R., Kufer, P., Lutterbuese, R., Muenz, M., Raum, T., Rattel, B., 
Rex, K., Rock, D., Thomas, O., Wahl, J., Wolf, A. & Coxon, A. Abstract 55: Generation of 

half-life extended anti-CD33 BiTE® antibody constructs compatible with once-weekly 

dosing. Cancer Res. 77, 55 LP – 55 (2017). 

83. Friedrich, M., Henn, A., Raum, T., Bajtus, M., Matthes, K., Hendrich, L., Wahl, J., 

Hoffmann, P., Kischel, R., Kvesic, M., Slootstra, J. W., Baeuerle, P. A., Kufer, P. & Rattel, 

B. Preclinical characterization of AMG 330, a CD3/CD33- bispecific T-cell-engaging 

antibody with potential for treatment of acute myelogenous leukemia. Mol. Cancer Ther. 
13, 1549–1557 (2014). 

84. Lorenczewski, G., Friedrich, M., Kischel, R., Dahlhoff, C., Anlahr, J., Balazs, M., Rock, D., 

Boyle, M. C., Goldstein, R., Coxon, A. & Chapman-Arvedson, T. Generation of a Half-Life 

Extended Anti-CD19 BiTE® Antibody Construct Compatible with Once-Weekly Dosing for 

Treatment of CD19-Positive Malignancies. Blood 130, 2815 (2017). 

 

 

 



References 

 50 

85. Subklewe, M., Stein, A., Walter, R. B., Bhatia, R., Wei, A. H., Ritchie, D., Bücklein, V., 

Vachhani, P., Dai, T., Hindoyan, A., Agarwal, S., Anderson, A., Khaldoyanidi, S. & 

Ravandi, F. Preliminary Results from a Phase 1 First-in-Human Study of AMG 673, a 

Novel Half-Life Extended (HLE) Anti-CD33/CD3 BiTE® (Bispecific T-Cell Engager) in 

Patients with Relapsed/Refractory (R/R) Acute Myeloid Leukemia (AML). Blood 134, 833 

(2019). 

86. Subklewe, M., Stein, A., Walter, R. B., Bhatia, R., Wei, A. H., Ritchie, D., Bücklein, V., 
Vachhani, P., Dai, T., Hindoyan, A., Agarwal, S., Anderson, A., Khaldoyanidi, S. & 

Ravandi, F. EP548: Updated results from a phase 1 first-in-human dose escalation studie 

of AMG 673, a novel anti-CD33/CD3 BiTE® (bispecific T-cell enganger) in patients with 

relapsed/refractory acute myeloid leukemia. HemaSphere 4, 226–227 (2020). 

87. Anguille, S., Van Tendeloo, V. F. & Berneman, Z. N. Leukemia-associated antigens and 

their relevance to the immunotherapy of acute myeloid leukemia. Leukemia 26, 2186–

2196 (2012). 

88. Haubner, S., Perna, F., Köhnke, T., Schmidt, C., Berman, S., Augsberger, C., Schnorfeil, 
F. M., Krupka, C., Lichtenegger, F. S., Liu, X., Kerbs, P., Schneider, S., Metzeler, K. H., 

Spiekermann, K., Hiddemann, W., Greif, P. A., Herold, T., Sadelain, M. & Subklewe, M. 

Coexpression profile of leukemic stem cell markers for combinatorial targeted therapy in 

AML. Leukemia 33, 64–74 (2019). 

89. Kenderian, S. S., Ruella, M., Shestova, O., Klichinsky, M., Aikawa, V., Morrissette, J. J. 

D., Scholler, J., Song, D., Porter, D. L., Carroll, M., June, C. H. & Gill, S. CD33-specific 

chimeric antigen receptor T cells exhibit potent preclinical activity against human acute 

myeloid leukemia. Leukemia 29, 1637–1647 (2015). 

90. Daver, N., Alotaibi, A. S., Bücklein, V. & Subklewe, M. T-cell-based immunotherapy of 

acute myeloid leukemia: current concepts and future developments. Leukemia (2021) 

doi:10.1038/s41375-021-01253-x. 

91. Shimabukuro-Vornhagen, A., Gödel, P., Subklewe, M., Stemmler, H. J., Schlößer, H. A., 

Schlaak, M., Kochanek, M., Böll, B. & von Bergwelt-Baildon, M. S. Cytokine release 

syndrome. J. Immunother. Cancer 6, (2018). 

92. Jacobs, K., Godwin, J., Foster, M., Vey, N., Uy, G. L., Rizzieri, D. A., Arellano, M. L., Rettig, 
M. P., Christ, S., Topp, M. S., Huls, G., Lowenberg, B., Martinelli, G., Paolini, S., Ciceri, 

F., Carrabba, M. G., Sun, J., Li, D., Tran, K., Spohn, K., Baughman, J., Shankar, S., 

Lelièvre, H., Bonvini, E., DiPersio, J. F., Wigginton, J. & davidson-Moncada, J. K. Lead-in 

Dose Optimization to Mitigate Cytokine Release Syndrome in AML and MDS Patients 

Treated with Flotetuzumab, a CD123 x CD3 Dart® Molecule for T-Cell Redirected 

Therapy. Blood 130, 3856 (2017). 

 

 



References 

 51 

93. Muñoz, L., Nomdedéu, J. F., López, O., Carnicer, M. J., Bellido, M., Aventín, A., Brunet, 

S. & Sierra, J. Interleukin-3 receptor α chain (CD123) is widely expresssed in hematologic 

malignancies. Haematologica 86, 1261–1269 (2001). 

94. Jordan, C. T., Upchurch, D., Szilvassy, S. J., Guzman, M. L., Howard, D. S., Pettigrew, A. 

L., Meyerrose, T., Rossi, R., Grimes, B., Rizzieri, D. A., Luger, S. M. & Phillips, G. L. The 

interleukin-3 receptor alpha chain is a unique marker for human acute myelogenous 

leukemia stems cells. Leukemia 14, 1777–1784 (2000). 

95. Hwang, K., Park, C. J., Jang, S., Chi, H. S., Kim, D. Y., Lee, J. H., Lee, J. H., Lee, K. H., 

Im, H. J. & Seo, J. J. Flow cytometric quantification and immunophenotyping of leukemic 

stem cells in acute myeloid leukemia. Ann. Hematol. 91, 1541–1546 (2012). 

96. Guzman, M. L., Neering, S. J., Upchurch, D., Grimes, B., Howard, D. S., Rizzieri, D. A., 

Luger, S. M. & Jordan, C. T. Nuclear factor-κB is constitutively activated in primitive human 

acute myelogenous leukemia cells. Blood 98, 2301–2307 (2001). 

97. Wei, A. H., Fong, C. Y., Montesinos, P., Calbacho, M., Gil, J. S., Perez De Oteyza, J., 

Rowe, J. M., Wolach, O., Ofran, Y., Moshe, Y., Sun, J., Baughman, J., McNulty, E., 
Bonvini, E., Wigginton, J. M. & Davidson-Moncada, J. K. A Phase 1 Study of 

Flotetuzumab, a CD123 x CD3 DART® Protein, Combined with MGA012, an Anti-PD-1 

Antibody, in Patients with Relapsed or Refractory Acute Myeloid Leukemia. Blood 134, 

2662 (2019). 

98. Vey, N., Davidson-Moncada, J., Uy, G. L., Foster, M., Rizzieri, D., Godwin, J., Topp, M., 

Ciceri, F., Carrabba, M., Martinelli, G., Huls, G. A., Wegener, A., Shannon, M., Tran, K., 

Sun, J., Bonvini, E., Löwenberg, B., Wigginton, J. & Dipersio, J. F. Interim results from a 

phase 1 first-in-human study of flotetuzumab, a CD123 x CD3 bispecific DART molecule, 
in AML/MDS. Ann. Oncol. 28, v355 (2017). 

99. Uy, G. L., Rettig, M. P., Vey, N., Godwin, J., Foster, M. C., Rizzieri, D. A., Arellano, M. L., 

Topp, M. S., Huls, G., Jongen-Lavrencic, M., Martinelli, G., Paolini, S., Ciceri, F., 

Carrabba, M. G., Sweet, K. L., Ravandi, F., Church, S. E., Vadakekolathu, J., Rutella, S., 

Sun, J., Yang, K., Baughman, J., Curtis, T., Timmeny, E., Cali, K., Tran, K., Muth, J., La 

Motte-Mohs, R., Poirot, C., Pallis, A., Cesano, A., Bonvini, E., Wigginton, J., Lowenberg, 

B., Davidson-Moncada, J. K. & DiPersio, J. F. Phase 1 Cohort Expansion of Flotetuzumab, 
a CD123×CD3 Bispecific Dart® Protein in Patients with Relapsed/Refractory Acute 

Myeloid Leukemia (AML). Blood 132, 764 (2018). 

100. Ravandi, F., Bashey, A., Stock, W., Foran, J. M., Mawad, R., Egan, D., Blum, W., Yang, 

A., Pastore, A., Johnson, C., Zheng, S., Yilmaz, M. & Mims, A. S. Complete Responses in 

Relapsed/Refractory Acute Myeloid Leukemia (AML) Patients on a Weekly Dosing 

Schedule of Vibecotamab (XmAb14045), a CD123 x CD3 T Cell-Engaging Bispecific 

Antibody; Initial Results of a Phase 1 Study. Blood 136, 4–5 (2020). 

 



References 

 52 

101. Ma, H., Padmanabhan, I. S., Parmar, S. & Gong, Y. Targeting CLL-1 for acute myeloid 

leukemia therapy. J. Hematol. Oncol. 12, 1–11 (2019). 

102. Wang, J., Chen, S., Xiao, W., Li, W., Wang, L., Yang, S., Wang, W., Xu, L., Liao, S., Liu, 

W., Wang, Y., Liu, N., Zhang, J., Xia, X., Kang, T., Chen, G., Cai, X., Yang, H., Zhang, X., 

Lu, Y. & Zhou, P. CAR-T cells targeting CLL-1 as an approach to treat acute myeloid 

leukemia. J. Hematol. Oncol. 11, 1–13 (2018). 

103. Tashiro, H., Sauer, T., Shum, T., Parikh, K., Mamonkin, M., Omer, B., Rouce, R. H., Lulla, 
P., Rooney, C. M., Gottschalk, S. & Brenner, M. K. Treatment of Acute Myeloid Leukemia 

with T Cells Expressing Chimeric Antigen Receptors Directed to C-type Lectin-like 

Molecule 1. Mol. Ther. 25, 2202–2213 (2017). 

104. Van Rhenen, A., Van Dongen, G. A. M. S., Kelder, A. Le, Rombouts, E. J., Feller, N., 

Moshaver, B., Walsum, M. S. Van, Zweegman, S., Ossenkoppele, G. J. & Schuurhuis, G. 

J. The novel AML stem cell-associated antigen CLL-1 aids in discrimination between 

normal and leukemic stem cells. Blood 110, 2659–2666 (2007). 

105. Mascarenhas, J., Cortes, J., Huls, G., Venditti, A., Breems, D., De Botton, S., DeAngelo, 
D., van de Loosdrecht, A., Jongen-Lavrencic, M., Borthakur, G., Boosman, R., Doornbos, 

R., Bakker, L., Mittag, D., Lammerts van Bueren, J., Stalbovskaya, V., Ford, J., Bol, K., 

Wassermann, E., Fjällskog, M.-L., Cloos, J., Koeman, K.-J. & Ossenkoppele, G. EP538 

Update from the ongoing phase I multinational study of MCLA-117, a bospecific CLEC12A 

x CD3 T-cell engager, in patients (pts) with acute myelogenous leukemia (AML). 

HemaSphere 4, 220–221 (2020). 

106. Gary Gilliland, D. & Griffin, J. D. The roles of FLT3 in hematopoiesis and leukemia. Blood 

100, 1532–1542 (2002). 

107. Gabbianelli, M., Pelosi, E., Montesoro, E., Valtieri, M., Luchetti, L., Samoggia, P., Vitelli, 

L., Barberi, T., Testa, U., Lyman, S. & Peschle, C. Multi-level effects of flt3 ligand on 

human hematopoiesis: Expansion of putative stem cells and proliferation of 

granulomonocytic progenitors/monocytic precursors. Blood 86, 1661–1670 (1995). 

108. Ratajczak, M. Z., Ratajczak, J., Ford, J., Kregenow, R., Marlicz, W. & Gewirtz, A. M. 

FLT3/FLK-2 (STK-1) ligand does not stimulate human megakaryopoiesis in vitro. Stem 

Cells 14, 146–150 (1996). 

109. Stirewalt, D. L. & Radich, J. P. The role of FLT3 in haematopoietic malignancies. Nat. Rev. 

Cancer 3, 650–665 (2003). 

110. Scott, A. M., Wolchok, J. D. & Old, L. J. Antibody therapy of cancer. Nat. Rev. Cancer 12, 

278–287 (2012). 

111. Ahamadi-Fesharaki, R., Fateh, A., Vaziri, F., Solgi, G., Siadat, S. D., Mahboudi, F. & 

Rahimi-Jamnani, F. Single-Chain Variable Fragment-Based Bispecific Antibodies: Hitting 

Two Targets with One Sophisticated Arrow. Mol. Ther. - Oncolytics 14, 38–56 (2019). 



References 

 53 

112. Fan, G., Wang, Z., Hao, M. & Li, J. Bispecific antibodies and their applications. J. Hematol. 

Oncol. 8, (2015). 

113. Roskopf, C. C., Braciak, T. A., Fenn, N. C., Kobold, S., Fey, G. H., Hopfner, K. P. & 

Oduncu, F. S. Dual-targeting triplebody 33-3-19 mediates selective lysis of biphenotypic 

CD19+ CD33+ leukemia cells. Oncotarget 7, 22579–22589 (2016). 

114. Krupka, C., Kufer, P., Kischel, R., Zugmaier, G., Lichtenegger, F. S., Kohnke, T., Vick, B., 

Jeremias, I., Metzeler, K. H., Altmann, T., Schneider, S., Fiegl, M., Spiekermann, K., 
Bauerle, P. A., Hiddemann, W., Riethmuller, G. & Subklewe, M. Blockade of the PD-1/PD-

L1 axis augments lysis of AML cells by the CD33/CD3 BiTE antibody construct AMG 330: 

reversing a T-cell-induced immune escape mechanism. Leukemia 30, 484–491 (2016). 

115. Herrmann, M., Krupka, C., Deiser, K., Brauchle, B., Marcinek, A., Wagner, A. O., Rataj, 

F., Mocikat, R., Metzeler, K. H., Spiekermann, K., Kobold, S., Fenn, N. C., Hopfner, K. P. 

& Subklewe, M. Bifunctional PD-1 3 aCD3 3 aCD33 fusion protein reverses adaptive 

immune escape in acute myeloid leukemia. Blood 132, 2484–2494 (2018). 

116. Laszlo, G. S., Gudgeon, C. J., Harrington, K. H. & Walter, R. B. T-cell ligands modulate 
the cytolytic activity of the CD33/CD3 BiTE antibody construct, AMG 330. Blood Cancer 

J. 5, e340 (2015). 

117. Assi, R. & Ravandi, F. FLT3 inhibitors in acute myeloid leukemia: Choosing the best when 

the optimal does not exist. Am. J. Hematol. 93, 553–563 (2018). 



Acknowledgements 

 54 

4 Acknowledgements 
First of all, I want to thank Marion Subklewe for her support and trust.  
She not only gave me the opportunity to perform my PhD studies in her lab but also gave me the 

possibility to develop myself further in a personal and scientific way. 

 

A big thanks also goes to Tara Arvedson, Rebecca Goldstein and Roman Kischel for the fruitfull 

and productive meetings. 

 

I also want to thank Veit Bücklein for his support with writing abstracts, correcting my dissertation, 

looking up patient data in the database, answering my never-ending questions about the clinical 
background of AML and his moral support. 

 

A thank goes to the technicians Sabine Sandner, Marina Leeping and Kerstin Lämmermann. 

Thank you for taking care of general lab work so that I could fully focus on my experiments. 

 

I also want to thank the Phd students (Anetta Marcinek, Lisa Rohrbacher, Gerulf Hänel, Nora 

Zieger, Daniel Nixdorf, Alexandra Leutbecher, Monika Sponheimer, Yingshuai Wang, Eslam 
Katab, Christian Augsberger and Maurine Rothe) and Post Docs (Benjamin Tast, Sonja Lacher, 

Maryam Kazerani Pasikhani, Jan-Hendrik Kozik, Katrin Deiser, Frauke Schnorfeil and Christina 

Krupka). Thank you for the great working atmosphere, willingness to discuss all my questions and 

help with conducting experiments. A special thanks goes to my office buddies for their encour-

agement, moral support, good mood, and especially friendship. 

 

Another thanks goes to the associated physicians (Anna Reischer, Viktoria Blumenberg, Sascha 

Haubner, Felix Lichtenegger, Thomas Köhnke) and technicians in the diagnostics lab (Elke Hab-
ben, Ewelina Zientara, Bianca Kirschbaum and Sabine Reinkunz). 

 

Special thanks goes to my parents. Without their moral and financial support, it would never have 

been possible to perform a doctoral thesis. Thanks for never stopping to believe in me.  

 

My biggest thanks goes to my husband Daniel who always gave me full support and was very 

understanding for the amount of time I spent in the lab or in front of my computer. I also want to 

thank my little sunshine Tobias. His laughter always cheered me up when things in the lab did not 
work out as planned. 

 

 


