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Table 6.2: Down-regulated probesets in invading/non-invading fibroblasts.  

Gene expression lists for microarrays conducted at 72 and 96 hours of MLg fibroblast invasion. Data are shown for 

down-regulated probesets with  > 1.5-fold regulation. Data are sorted by 72 h n.t. (inv/non-inv). Statistical analysis: 

limma t-test and Benjamini-Hochberg multiple testing correction.( n.t. = non-treated, BH = Benjamini-Hochberg, FDR = 

False discovery rate, inv. = invading, non-inv. = non-invading). 
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Up-regulated probesets in TGFβ1/untreated
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Table 6.3: Up-regulated probesets in invading and non-invading TGFβ1-treated fibroblasts.  

Gene expression lists for microarrays conducted at 96 hours of MLg fibroblast invasion in the presence or absence of 

TGFβ1 (5 ng/ml). Data are shown for up-regulated probesets with  > 1.5-fold regulation. Data are sorted by 96 h inv. 

(TGFβ1/n.t.). Statistical analysis: limma t-test and Benjamini-Hochberg multiple testing correction.( n.t. = non-treated, 

BH = Benjamini-Hochberg, FDR = False discovery rate, inv. = invading, non-inv. = non-invading, T = TGFβ1, C = 

Control). 
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Down-regulated probesets in TGFβ1/untreated 
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Table 6.4: Down-regulated probesets in invading and non-invading TGFβ1-treated fibroblasts.  

Gene expression lists for microarrays conducted at 96 hours of MLg fibroblast invasion in the presence or absence of 

TGFβ1 (5 ng/ml). Data are shown for down-regulated probesets with  > 1.5-fold regulation. Data are sorted by 96 h inv. 

(TGFβ1/n.t.). Statistical analysis: limma t-test and Benjamini-Hochberg multiple testing correction.( n.t. = non-treated, 

BH = Benjamini-Hochberg, FDR = False discovery rate, inv. = invading, non-inv. = non-invading, T = TGFβ1, C = 

Control). 
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