





stream targets including proteins, functional classes and
cellular processes of altered metabolites. A conservative
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acids and 20 of other categories (Supplementary Tables S1
and S2).
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Figure 1 Behavioral analysis of paroxetine-treated mice. (a) Chronic paroxetine treatment reduced passive behavior in the forced swim test determined by time of floating,
P <0.0001, fioaiing (vehicle) = 90.3 £ 6.1s (mean * s.e.m.), foating (PAroxetine) = 20.6 + 4.2 s. (b) Six biological replicates were selected for metabolomics analysis based on
the time of floating, P=0.0014, fjsating (vehicle) =97.0 £ 11.0's (mean £ s.e.m.), fioaiing (Paroxeting) =22.7 + 12.9s.
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Figure 2 Pathway analysis of altered metabolites upon paroxetine treatment. Comm
hypergeometric test expression analysis systematic explorer (EASE), score <0.05. Me
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